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DACOSTA_UV_RESPONSE_VIA_ERCC3_COMMON_DN
DACOSTA_UV_RESPONSE_VIA_ERCC3_DN

ZINC_FINGER_C2H2_1
Znf_C2H2-like

BUYTAERT_PHOTODYNAMIC_THERAPY_STRESS_UP
Generic Transcription Pathway

MEISSNER_BRAIN_HCP_WITH_H3K4ME3_AND_H3K27ME3
ONDER_CDH1_TARGETS_2_DN

GRAESSMANN_APOPTOSIS_BY_DOXORUBICIN_UP
PEREZ_TP53_TARGETS

XPO1 (exportin 1)
GO_RIBONUCLEOTIDE_BINDING

nucleoside binding
NTRK1 (neurotrophic receptor tyrosine kinase 1)

GRAESSMANN_APOPTOSIS_BY_DOXORUBICIN_DN
GRAESSMANN_RESPONSE_TO_MC_AND_DOXORUBICIN_DN

MODULE_114
MODULE_151

NABA_MATRISOME
proteinaceous extracellular matrix

GO_MITOCHONDRIAL_PART
mitochondrial envelope

mitochondrial part
GO_MITOCHONDRION

mitochondrion
GO_ORGANONITROGEN_COMPOUND_METABOLIC_PROCESS

organonitrogen compound metabolic process
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