K562 HBB

Reference -
No variant -
Corrected: SNV:-1C,1C -
-5:9D -
-1:1D
—-1:8D ~
-13:1D
—1:11 1
1:1D +

1:11 1
—2:2D -
—2:21 ~
-9:18D -
—-6:10D -~
-4:8D -
—7:7D -
-14:13D -~
-17:27D ~
—-14:22D -~
SNV:-10A -
SNV:-2G -
SNV:-14T -
SNV:6T -
SNV:6C -

m 77449 82534 91608 121154 101436 119982 108964 110186 80251 77611 83511 88917
c TG 6—6—G—A—C G GGCAG|T C GG
c TG C GCCAC G G G C AlC|C C G G 0 002 068 0 002 035 0 001 03 0 001 023
c TG C CCAC G - - - - -]- -Ga 0 008 039 0 012 028 0 005 01 001 004 007
) TG cccaAcC G GGCA -|T C G G 0 003 007 0 002 005 O 002 003 0 0 003
c TG cCCcCcCcAC G GGC A -]- - - - 0 002 007 O 002 004 O 001 003 O 0 002
c TG G-G-C-A-C G GGGCAG|T C G G 002 002 001 002 002 002 002 002 002 001 002 001
c TG C CGCAC G G GC AvG T- C G G 0 001 005 0 001 005 0 0 003 0 001 002
¢ TG cccaAcC G GGC A GJ- C G G 0 001 005 0 001 003 O 0 003 0 002 002
O
c TG cccAcC G GGC A G[T C G G 0 001 006 O 001 003 O 0 004 O o ool
e TG 6—6—G—A—C G GG Cl= T C G G 0 001 007 0 001 003 0 0 001 0 002 001
c TG C GCCAC G G G C<>A G|T C G G 0 0 004 0 001 002 O 0 002 0 o ool
c TG ¢ ¢ c s - - - - - -1- - - - 0 0 002 0 001 002 O 0 0 0 o ool
c TG cccaAcC e - G G 0 0 003 0 001 001 0 0 001 0 0 0
c TG CCcCcCcAC e -GG 0 0 002 0 001 001 0 0 0 0 0 0
c TG G-G-C-A-C e B C G G 0 001 003 0 o oot 0 0 0 0 0 0
c T = - - - - - e el B C GG 0 0 003 0 o oot 0 0 0 0 0 0
- - - - - - - - e - - - 0 0 002 0 0 0 0 0 0 0 o ool
c T= - - - - - e - - - 0 0 002 0 0 0 0 0 0 0 0 0
c TG C C/AAC G GGGCAG|T C G G 001 005 003 002 006 004 002 003 002 006 003 004
c TG C CCAC G G GC G|T C GG 002 005 001 002 004 003 002 001 002 006 002 002
¢ T cccaAcC G GGGCAG|T C G G 002 003 002 001 003 002 001 003 003 005 002 002
c TG CCcCCcCAC G G G A T- c G[T 001 005 001 0 004 001 001 001 001 005 001 002
e TG 6—C—C—A—C G GGCAG|T c GlIg 001 005 0 0 005 0 0 0 001 008 001 001
T T T T T T T T T T T T T T T T T T
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mESC Rosa26

Reference -M 459580 561225 541210 483729 38307 56256 61631 62219 47604 59056 58419 61037
Novariant4 A C T C C A G T C T T TCTAGA|JAGATGG
Corrected: SNV:-=2C,~-1TTq9 A C T C C A G T C T T T C T A[CIA G ATGG 0.01 0 189 169 001 001 149 182 0 002 061 072
33D§ ACTCCAGTG CTTTCTI = -]AGATGG 003 699 621 261 017 648 602 258 001 395 303 145
-11lI94 ACTCCAGTCTTTGCTA GOA AGATGG 001 156 1.63 0.9 003 109 123 064 001 073 083 031
-11IDf ACTCCAGTO CTTTCTAG -AAGATG GG 001 122 162 075 003 157 167 074 0 084 084 037
if1l4 AC TCCAGTCTTTCTAG A:A GATGG 0 0.18 019  0.08 0 0.11 0.1 0.12 0 009 012 0.04
121 AC T CCAGTCTTTCTAGAYAGATGG 0 0.14 014 007 0 009 0.13 0.03 0 0.08 009 004
32D ACTCCAGTOCTTTCT - - AJAGATG G 0 0.1 0.13 0.1 0.01 0.09 0.1 0.07 0 0.06 005 0.02
-44D4 A C T CCAGTOCTTTOC=-=---]AGATGSG 0 011 011  0.06 0 0.1 0.09 0.05 0 0.03 006 003
-12:12D4 A C T ¢ ¢ ESIESEEEEEEESEEEE|A G A T G G 0 012 008 005 002 008 008 0.06 0 0.05 002 0.02
12D4 AC TCCAGTCTTTCTAGA|--MTG G 0 0.08 009 0.05 0 007 008 0.05 0 0.05 007 0.02
-1223D9 AC T CC - - - = = = = = = = = - - - - - - 0 0.08 0.1 0.04 0 006 007 0.05 0 0.04  0.01 0.02
14Dq4 AC TCCAGTCTTTCTAGAL- - - - K G 0 0.07 008 0.04 0 009 009 0.06 0 0.06 003 0.01
16l 4 AC TCCAGTCTTTCTAG A'A G ATGG 0 0.07 008 0.3 0 002 009 0.05 0 0.06 003 0.01
-12IHACTCCAGTCTTTGCTA G<>A AGATGG 0 0.05 003 0.05 0 003 004 0.03 0 0.02 0 0
2112D4 A C T CCAGTOCTTTC T AEIS==rsmmmmps 0 003 007 001 002 004 004 001 0 0.02 002 0
585D4 ACTCCAGTOCTTTI=====lAGATGG 0 005 003 0.04 0 002 003 0.01 0 001 001 0.01 Percentage
-43D4 ACTCCAGTCTTTC == -M|JAGATG GG 0 0.05 004 0.02 0 0.05 0.03 0 0 0.01 003 0 0
35D AC TCCAGTOCTTTCT == -]--ATGG 0 0.04 005 001 0 004 004 0.01 0 0.04  0.01 0
-722D4 A C T CCAGTZ CT === === -}---- - - 0 0.03 005 0.01 0 005 005 0.1 0 0.02 0 0.01 %
47D4 A C TCCAGTCTTTC CEESSSSSESEST GG 0 0.02 005 001 0 007 004 0.02 0 0.04 003 0.02 -50
191 4ACTCCAGTCTTTCTAG A<>A GATGG 0 003 004 0.01 0 0 0.01  0.01 0 0 0 0.01 -75
-77D4 A C T CCAGTO CTi=i= = = - -JAGATGG 0 0.02 003 002 0 003 003 0.04 0 0.02 002 0
26D4AC TCCAGTCTTTCT A==l =a6a 0 0.03 005 001 0 0.01  0.01 0 0 0.02 0 0 -100
144A CTCCAGTCTTTCTAGAYAGATG GG 0 0.02 004 001 0 0.02 002 001 0 002 001 001
1814 AC TCCAGTCTTTCTAGAYAGATGG 0 0.04 003 001 0 001 003 0.01 0 001 002 001
21D4 ACTCCAGTOCTTTCTA-AIAGATG GG 0 0.01  0.04 0 001 002 003 002 0 001  0.04 0
1514 ACcC TCCAGTCTTTCTAGAYAGATGG 0 0.02 004 001 0 003 001 0 0 0.02 0 0.02
11714 A C T C C A G T CTTTCTAGAYA G A TG G 0 0.01 0.02  0.02 0 0 0.03  0.03 0 0 0.01 0.01
11614 A C T C C A G T CTTTCTAGAYA G A T G G 0 0.01 004 002 0 001 002 0.01 0 0.01 0 0.01
111l 9 A C T C CAGTCTTTCTAGAYA G A TG G 0 0.01 0.02  0.01 0 0.04 003 0.03 0 0.01 0.02 0
-54D4 A CTCCAGTCTTT - - - -WJAGATGG 0 0.03  0.02 0 0 0.03  0.01 0.01 0 0.02 0 0.01
31D ACTCCAGTO CTTTOCT =KZKLIAGATGG 0 001  0.03 0 0 003 003 001 0 0.02  0.01 0
174 ACc TCCAGTCTTTCTAG A:A GATGG 0 0.02 002 0 0 003  0.02 0 0 0.01 003 0
1304 A C TCCAGTCTTTCTAGAJAGATGG 0 001 001 0.02 0 0 0.04 0 0 0 0 0.01
-28D4 A C T CCAGTOCTTTC T AESESE S 0 0 0.01 0 0 001 003 0.01 0 0 0.01 0
SNV:-15C4 A Cclf€@Cc C A G T C T TTCTAGA|AGATGG 005 004 004 004 002 002 002 003 002 003 002 0.01
SNV:-iT94 A C TCCAGTCTTTCTAGIFIJIAGATGG 001 002 005 004 0 0 002 006 001 002 001 002
SNViCH4 A CTCCAGTCTTTCTAGAJCGATGG 001 001 0.01 0 0.11 0.1 008 011 0.2 0.1 0.07 0.1
SNVSTH A CTCCAGTCTTTCTAGA|AGATING 003 001 002 001 004 004 004 005 004 006 002 003
Non-linear alignments - 0 026 026 009 001 013 013 0.14 0 005 004 0.6
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mESC Pcsk9

Reference - M 96271 113624 119906 133580 135714 126644 136466 118551 94057
Corrected: SNV:-1G11C{ G G C T G A T GAGGCCGCAJ@Ic TG Taoa 0 0.12 0.39 0 0.2 0.62 0 0.17 0.84
-812D4 G G C T GATGA - - - - - - - -1-- - -GG 0 0.51 0.16 0 0.55 0.23 0 0.47 0.22
-12212D4 6 G C T G - - - - - - - - - - - - JIATGTGG 0 0.4 0.12 0 0.53 0.12 0 0.43 0.22
—6:15D4 G G- C T G A T G A G G |5 FESEES R L 0 0.05 0.03 0 0.11 0.03 0 0.09 0.03
-111l19 G G C TGATGAGGT CTCGSC AvC AT GTGG 0 0.04 0.04 0 0.09 0.05 0 0.07 0.07
-3116D9 G G C T G A TGAGGCCG---01----- - 0 0.07 0.02 0 0.1 0.03 0 0.07 0.05
-3112D9 G G C T GATGAGGTCCG - - ---- - - - 0 0.05 0.01 0 0.08 0.03 0 0.09 0.04
-32D9 G G C TGATGAGGT CCG - -C|ATGTGG 0 0.05 0.04 0 0.05 0.03 0 0.06 0.05
33D G G CTGATGAGGTCYG---]lATGTGG 0 0.02 0.01 0 0.03 0.02 0 0.03 0.03
-3310 D9 G G C T GATGAGGCCG - - ---- - - - 0 0.03 0.01 0 0.04 0.02 0 0.03 0.01
-1113D9 G G C T GATGAGGTCCGCA-|--- - - - 0 0.04 0.01 0 0.03 0.01 0 0.03 0.02
Percentage
-718D4 G G C T G A TGAG - - - - - - |- - - - - - 0 0.02 0 0 0.04 0.03 0 0.03 0 .
—625D4 G G C T G A T G A G G /=5 iiiusicsps s smy pnmans nen s 0 0.02 0 0 0.03 0 0 0.03 0.01 25
1114 G G C T G A TGAGGT CCGTC A COA TGTGG 0 0.01 0 0 0.02 0.03 0 0.02 0.01 -50
-11D9 G G CTGATGAGGT CC CGGCA-JATGTGG 0 0.01 0.01 0 0.02 0.02 0 0.01 0.01 -75
23D EEEEE T G oG 0 0.02 0.01 0 0.02 0.01 0 0.02 0 -100
-79D4 G G C T GATGAG - -/- - - -/-]--G6gTGG 0 0.02 0 0 0.02 0 0 0 0
-112D4 G G C T G ATGAGGCCGCA -|J--- - - - 0 0.02 0 0 0.02 0 0 0.01 0
1:2|-GGCTGATGAGGCCGCAC<ATGTGG 0 0 0 0 0.02 0.01 0 0 0
SNV:-11C4 G G C T G A/C G AGGCCGCAC|ATGTGG 0.07 0.14 0.06 0.04 0.12 0.07 0.07 0.05 0.07
SNV:-4T4 G G C T G A TGAGGC CCITCAC|ATGTGSG 0.08 0.07 0.06 0.05 0.09 0.06 0.07 0.07 0.07
SNV4G4 G G C T GATGAGGC CGCGGC CAC|ATGEGG G 0.06 0.11 0.03 0.02 0.08 0.04 0.04 0.03 0.06
SNV4A4{ G G C T GATGAGGT CCGTCATC|ATGAGG 0.05 0.13 0.03 0.02 0.1 0.03 0.04 0.02 0.04
SNV:-13T4 G G C T[T A TGAGGTCCGTCATC|ATGTG GG 0.05 0.07 0.04 0.03 0.08 0.05 0.05 0.04 0.05
SNV:-9Gq4 6 G ¢ T 6 A TGl cccacaclaTagTaGa G 0.04 0.11 0.03 0.02 0.08 0.02 0.04 0.02 0.03
SNVSA4 G G C T GATGAGGT CGCGT CAC|ATGTAG 0.02 0.05 0.03 0.02 0.05 0.02 0.03 0.02 0.02
SNV2G4{G G C TGATGAGGC CGCGGCAC|AEGTGaG G 0.03 0.06 0.02 0.01 0.05 0.02 0.03 0.01 0.02
SNV:=6G+{ G G C T GATGAG GG GIJ@cGagCcAC|ATGTG GG G 0.02 0.05 0.01 0.01 0.06 0.01 0.01 0.01 0.01
Non-linear alignments A 0 0.08 0.02 0 0.11 0.03 0 0.09 0.05
T T T T T T T T T T T T T T
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Reporter mutRFP-On target

Reference -
No variant -
Corrected: SNV:2T,3A -
—1:11 4
-7:7D -
-2:2| -
-14:14D ~
-3:2D -
—2:11 4
-9:15D -
-15:19D A
-6:21D -
1:4D
-3:9D -
2:11 4
—4:6D -
-11:9D -
—1:21 -
1:6D -
-2:1D -
-3:12D -
-9:8D -
1:9D -+
-8:7D -
-1:1D -
-7:12D -
-14:22D -
1:5D
-9:6D -
-1:3D -
—1:401
1:8D
—1:411
1:7D
1:10D -
-10:16D A
-2:3| -
-12:11D
2:1D -
-13:28D
—1:42| -
-1:17D -
—1:38l
—1:391
—1:82|
—1:69I -
—2:41|
SNV:-15T -
SNV:6T -
SNV:5T -
SNV:-14T -

Non-linear alignments

[ERcmewc s A "C-C A WG mhwie G- A SijRel C W] C Wemmen|| 97922 103498 103864 72843 57890 69123 72998 68963 62121
—6—G—C+T—A—G—C—A+G—E—T—T—C—A—T|G—C—T—C—G—G
TGGCTAGCCAGE CTTC AgT|GulmAiC G ¢ 0.21 1.36 5.61 0.21 057 475 0.09 0.36 4.25
T—G—G—C-T—A—E—C—A—G—C—T—T—C—A-|-G— E—T—C—G—G 0.26 3.46 2,66 0.31 279 3 0.11 371 2.4
T G G C T A C C A EEs— ¢ G—C—T—C—G—G 0.02 1.92 0.65 0.06 1.1 0.33 0.02 1.31 0.31
T GGGCTAGCCAGT CTTGC CVYAT|lGC TCG G 0 0.42 0.18 0.06 0.25 0.44 0.01 0.28 0.2
T 6 sl G C T C GG 0.05 0.48 0.24 0.03 0.32 017 0.01 0.31 0.13
T GGGC T AGCCAGGO CT TEmT|GCTC GG 0 0.61 0.16 0.01 0.18 0.12 0 0.28 0.08
TeeaoTAcoAGoeTT OrTleceTcaoa 0.03 0.21 0.23 0 0.24 0.16 0 0.17 0.16
T G G C T A CEsesmsa|—— 0.02 0.27 0.1 0.01 0.24 0.1 0 0.22 0.09
T e e e G G 0 0.21 0.13 0.02 0.22 0.07 0 017 0.05
T G G C T A C C A GE——— 0.02 0.19 0.11 0 0.21 0.05 0.01 0.2 0.04
T GGGC T AGCCAGO CT T C A TG G 0.01 0.12 0.13 0 0.13 0.1 0 0.17 0.13
T G GC T ACC A G C T T EE———— 0.01 0.21 0.07 0 0.1 0.05 0 0.18 0.02
TeaocTAcocAaGcgoTTcaAT|IO Teema & 0.02 0.06 0.04 0.05 0.05 0.07 0.04 0.28 0.01
T G GGC T ACCAGC TEeesl———T C G G 0 0.12 0.07 0 0.06 0.08 0 0.17 0.02
T 6 G ¢ T AT |G C T ¢ G G 0.01 0.15 0.08 0 0.07 0.08 0 0.05 0.05
TeaecTaccacgcTTcAOlacTcCoaoa 0 0.11 0.03 0.02 0.11 0.03 0 0.14 0.09
T GGG T AGCCAGC T T C A T e——— 0 0.1 0.06 0.01 0.11 0.03 0 0.1 0.06
T GGG T AGCCAGOCT T CEmT|GC T CGG 0.01 0.05 0.1 0 0.1 0.07 0 0.1 0.04
T G GGC T ACCAGC T T TN R T RS T 0.01 0.12 0.06 0 0.1 0.01 0 0.09 0.03
T G G C T A CEsesesseaasssses T|G C T C G G 0 0.08 0.04 0 0.05 0.06 0 0.1 0.04
T G GGC T AGCCAGO C T T C A Tl e——— 0.03 0.09 0.03 0 0.06 0.05 0 0.07 0.02
T GG C T A C CEessessssssT|G C T ¢ G G 0 0.05 0.05 0.01 0.07 0.05 0 0.05 0.06
T—G—G—G—-T—A—G—C—A—G—C—T—T—G—A G—C—T—C—G—G 0 0.09 0.08 0 0.02 0.02 0 0.04 0.02
T G G C T A C C AESSSSeesssl——— 0 0.07 0.02 0 0.06 0.03 0 0.09 0.03
L Y SIS SIS SN R——————— 0.01 0.05 0.05 0 0.05 0.02 0 0.06 0.05
T G GGC T AGCCAGOCT T C A T ———G 0 0.04 0.04 0 0.04 0.05 0 0.06 0.05
T GG C T A CEEssssawsC A T|G C T C G G 0 0.06 0.05 0.01 0.02 0.03 0 0.02 0.02
TGGGCTAGCTCAGT CTTGC Av— =T C G G 0 0.07 0.03 0 0.05 0.02 0 0.01 0.01
TGGCTACGCGCAGG CTTGCAVT|G Cc T caG G 0.02 0.02 0.04 0 0.03 0.02 0 0.09 0
T GGG T ACCAGO C T T C AsT| | e————— 0 0.03 0.05 0 0.02 0 0 0.07 0.05
TecaoTacoacorTTo A®lsc e—G—G 0.02 0.04 0.01 0 0.01 0.01 0 0.09 0.02
T GGG T AGCCAGC T T C A T e——— 0 0.06 0.03 0 0.04 0.01 0 0.04 0
T GGG T AGCGCAGO CT T C A T TR 0 0.07 0.02 0.01 0.03 0.03 0 0 0.01
T G G C T A EE———— P —— 0.01 0.05 0.03 0 0.05 0 0 0.01 0.02
TGGCTACCAGEC CTTC® TlccTcCcaa 0.01 0.01 0.03 0 0.03 0.02 0 0.06 0.01
T G G ¢ EEeeessesssspsaesses T |G C T ¢ G G 0 0.06 0.02 0 0.02 0.03 0 0.03 0
TGGCTACGCTCAGT CTTG CAT|G=wma s G 0 0.06 0.03 0 0 0.01 0 0 0.04
T G G e —— ] e 0 0.03 0.02 0.02 0.05 0.01 0 0.01 0
T—G—G—C—-T—A—E—C—A—G—C—T—T—C—A - |-G— E—T—C—G—G 0 0.02 0.03 0 0.05 0.01 0 0.06 0
T—G—G—G—-T—A—G—C—A—G—C—T—T—C A N 0 0.01 0.05 0.01 0.02 0 0 0.03 0.01
T—G—G—C—-T—A—G—C—A—G—C—T—T—C T-|-G—e—T—6—G—G 0 0.02 0.02 0 0.02 0 0.02 0.05 0
TGGGCTACGCAGG CTTGCAYT|G C T C G G 0 0 0 0 0 0.04 0 0.05 0.05
T GGGCTAGCTCAGT CTTG GCAXT|c c T ca G 0 0 0 0 0.02 0.02 0 0.02 0.06
T GGCTAGCTCAGT CTT ch -|-G—e—T—6—G—aG 0 0 0 0 0 0 0 0.08 0.02
TGGCTACGCTCAGT CTTG CVA T|lGCc T cCcaG G 0 0 0 0 0.03 0.06 0 0 0
TEHEG C T ACGCAGTCTTGCAT|GCTGCGCGG 0.03 0.04 0.05 0.05 0.05 0.05 0.06 0.06 0.07
T GGGCTACGCAGT CTTGCAT|GCTC GHB 0.03 0.03 0.04 0.05 0.06 0.06 0.05 0.05 0.05
TGGGCTACGCCAGT CTTGC CAT|GC T CEHEG 0.03 0.03 0.03 0.05 0.03 0.06 0.05 0.05 0.06
T GEHMC T ACCAGG CTTGCAT|GCTCGG 0.02 0.02 0.02 0.03 0.03 0.02 0.05 0.03 0.03
0.01 0.64 03 0.01 074 0.51 0.02 1.63 057
T T T T T T T T T T T T T T T
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Reporter mutRFP-Off target-1

Percentage
Novariant4 G ¢ G ¢ T A C C A G C T C A T]J]G ¢ T G G G
2
-131b4 G G - ¢ T A C C A G C T C A T]JG C T G G G 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 °
SNV-3AH G G G ¢ T A C C A G C TIA A T]JG C T G G G 0.05 0.05 0.05 0.04 0.05 0.05 0.02 0.03 0.03 -50
SNV4T4 G G G ¢ T A C C A G C T Cc A T]JGg ¢c TpmEm G G 0.05 0.04 0.04 0.05 0.04 0.04 0.03 0.04 0.03 -75
SNV:3C4 G G G ¢ T A C C A G C T C¢c A T]JGg crernGc G G 0.03 0.05 0.03 0.06 0.05 0.03 0.02 0.04 0.03
T T T T T T T T T T T T T T T -100
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Reporter mutRFP-Off target-2
Percentage

Reference-m 1030279 91076 153549 131221 324109 117155 104216 89321 106008 0

41b4 T 6 G ¢ T T C C A G C T T C A]JT C T - G G 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.01 0.02 -50
SNV:-11C4 T G G ¢ € T ¢ C A G C T T C¢c A}JT ¢c T A G G 0.03 0.02 0.04 0.03 0.03 0.02 0.03 0.05 0.03 =75
T T T T T T T T T T T T T T T 100
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Reporter mutRFP-Off target-3
Percentage

25
Novariant4 T A G ¢C T C €C C A G C T T C A T]J]G Cc T G G G

m-
41D4 T A G ¢ T cccAGOGCTTOGCOAT|eac T -aa 001 o001 oo 0 001 001 001 001  00f -75
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HEK293T HBB

Reference -
No variant -
Corrected: SNV:-1C,1C
-5:9D ~
1:114
=111+
—1:8D -
-2:2D -
-1:1D -
=7:7D -
-15:15D
—6:6D -
-14:13D
-2:2| -
-9:9D -
-12:12D
-10:10D -~
1:1D
—-8:5D -
-9:11D -
-9:18D -
-16:16D -
-8:14D -
-7:9D -
1:21
-8:8D -
-10:16D -~
—6:10D -
-11:11D ~
—4:3D -
-9:10D -
-3:28| -
—1:291 4
-17:27D
-14:22D
-7:8D -
SNV:-5A -
SNV:-9G
SNV:5A -
SNV:3C -
SNV:6T -
SNV:1A -
SNV:1C -
SNV:-1C -
SNV:-1T,2G,5A -
Non-linear alignments

C TTGCCCGCACAGG GG GT CATG|TAACGG
C TTGCCCGCACAGG GG GT CAC|CIAACGG 0 0.09 205 0 007 283 0 005 1.82 0 0.03 1.48
C TTGCGCCGCACAGI- -O- - - -G G 0 0.66  0.46 0 043 064 0 043 03 0 0.36 024
C TTGCCCCACAGG GG GGEC AOG T A ACGG 0 0.13 025 0 007 036 0 0.03 0.18 0 002 014
C TTGCCCGCACAGG GG GTC AG|T AACGG 0 015 017 0 005 032 0 0.01  0.09 0 0.03  0.08
CTTGCCCC CACAGG GG GT CA-|------ 0 0.18 0.1 0 009 0.3 0 0.1 0.05 0 0.07  0.04
C TTGCCCCACAGG GG G CI - -|TAACGG 0 0.07 0.16 0 007 025 0 0.01 0.1 0 0.03  0.06
C TTGCCCGCACAGG GG GT CA-|TAACGG 0 0.08 0.16 0 002 024 0 0.02 0.1 0 0.02 0.8
cTTGCCCCACS-- - - - - -|TAACGG 0 0.08 017 0 0.08 0.16 0 0.04 003 0 0.03  0.03
C T A————f—————— el T A A C G G 0 0.07 0.1 0 0.03 0.1 0 0.02  0.05 0 0.01 0.01
C TTGOGCCG CC CAGCAI=i=i====|TAACGG 0 0.08 0.1 0 0.03  0.06 0 0.03  0.04 0 0.02 003
cC T T eerees=s Gl A A c G a6 0 0.06 0.08 0 0.05 0.08 0 0.03 0.02 0 0.02 0.02
C TTGCGCCGCACAGG GG CvA G|T A ACGG 0 0.04  0.09 0 002 013 0 0.02  0.03 0 0 0.03
cTTGCCCC === === - - -|TAACGG 0 0.06  0.08 0 005 0.8 0 0 0.02 0 0.01  0.02
C T T G C s ==l T A ACG G 0 0.06  0.06 0 002  0.09 0 0.01  0.02 0 0.01  0.01
cTTGCCGCI- == - === - - -|TAACGG 0 0.05  0.04 0 0.06 0.8 0 0.01  0.01 0 0.01 0
C TTGCCCCACAGG GG GGC G- AACGG 0 0.05 0.05 0 002 005 0 0.02  0.03 0 0.01  0.03
cTTGCCCGCAI- - - - -CAG|TAACG GG 0 0.04 004 001 002 0.09 0 0 0.02 0 0 0.03
C TTGC CGCGCCi= = =i== == -l- - AcCcaGG 0 0.05  0.07 0 002  0.04 0 0.01  0.01 0 0.02 0.2
C T T GCCC CEESSeEe— 0 0.06 003 0 0.02  0.04 0 0.02  0.01 0 0.02  0.01
C EESeSEEeeeeeeeeeeeeenml T A A C G G 0 0.02  0.04 0 0.03  0.07 0 0.01 0.01 0 0.01 0.01
C T T G C C C C A 0 0.05  0.02 0 002 0.3 0 0.01  0.03 0 0.02  0.01
C TTGCCCGCAC == == == -J)--ACGG 0 0.05  0.02 0 002 003 0 0.02 0 0 0.03  0.01
CTTGCCCCACAGGGCAG<>TAACGG 0 0.01  0.04 0 0 0.07 0 0 0.04 0 0 0.01
C TTGCCCGCA A= - === == -|TAACGG 0 0.02 005 0 001 004 0 0.01  0.03 0 0 0
CTTGOGCCG C === === === +[-=- = - - = 0 0.05  0.01 0 002  0.03 0 0.02  0.01 0 0 0
C TTGCCCGCACGCA A - - - - - - - - -G G 0 0.02  0.02 0 004 002 0 0 0 0 0.03 002
C T T G C CIESS—sss=s=sT AACGG 0 0.02 005 0 001  0.02 0 0.02 0 0 0.01  0.01
CcC TTGCCCGCACAGG G ---G|TAACGG 0 0.02  0.03 0 001 003 0 0 0.02 0 0 0.03
CTTGCCGCGC C === == =—---|-AACGG 0 0.04  0.02 0 001 002 0 0.01  0.02 0 0.01 0
CTTGCCCCACAGGG'CA.GTAACGG 0 0 0.03 0 0 0.04 0 0 0.02 0 0 0.04
C TTGCCCGCACAGG GTGTC AYA|T A ACG G 0 0 0.03 0 0 0.04 0 0 0.01 0 0 0.02
e 0 001 001 0 00t 003 0 001 0 0 0 001
c T T S Ee s 0 004 001 0 001t 002 0 0 0 0 0 0
cCTTGCCCCACS-------|-AACGG 0 0.01 0 0 0.03 0 0 0 0 0 0 0
C TTGCCCGCACAGIAGC CAG|TAACGG 003 003 003 003 02 003 004 002 004 002 023 005
C TTGCGCCCHEBICAGG GG GTCAG|TAACGG 003 004 004 005 009 004 006 003 005 005 011 005
C TTGCCCGCACAGG GG GT CAG|TAATCIAG 002 002 004 003 005 002 003 003 002 003 006 002
C TTGCCCGCACAGG GG GTCAG|T ACiCc G G 002 002 002 002 006 002 002 002 002 002 006 002
C TTGCCCG CACAGG GG GT CAG|TAATCGIT 001 001 002 001 008 002 002 001 002 001 008 002
CTTGCGCCCC CACAGG GG GT CAG|AAACGG 001 002 003 002 006 003 002 001 002 001 006 002
C TTGCCCGCACAGG GG GT CATG|CAACG GG 001 002 004 002 002 004 002 001 005 001 001 004
CTTGOGCCC CC CACAGG GG GTGCACT AACGG 0 002 003 001 003 005 001 0 0.03 0 0.03 0.2
C TTGCCCGCACAGG GG GT CAIM|THEIATCIAG 0 0.02 005 0 002 007 0 0 0.02 0 001  0.01
0 012 013 0 0.06  0.14 0 0.02  0.02 0 0 0.04
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HEK293T EMX1

v 291

v

Reference-ﬂ 118296 121356 111980 105674 110384 110060 102715 120232 108771 99240 89460 90279
Novariant= G T C A C C T CCAATGACTA|GGG TG G
Corrected: SNV:-1C,1T2C- G T C A C C T C C A AT G A C TlejmmeiG T G G 0 0.1 4.48 0 005  0.19 0 0.05 085 0 006 1.06
-11D4 G TCACCTCCAATGACT -JGGGTGG®G 0 015 072 0 012 0.1 0 0.05 0.2 0 007 024
11fD{ G TCACCTCCAATGATCTA|-GGTGG 001 014 062 0 011 0.06 0 0.05 017 0 0.04 021
—-11l14{ G TCACCTCCAATGATC TOA GGGTGG 0 0.05 034 0 007  0.04 0 0.01  0.06 0 0.02 007
22D4 G T CACCTCCAATGAC--1GGGTGG®G 0 0.03 029 0 001  0.04 0 0.01  0.05 0 0 0.03
1141 G T C A CCTCCAATGATCT AOG GGTGG 0 0.03 022 0 002 0.6 0 0 0.04 0 001  0.04
-43D4 G T CACCTCCAATG - - AlG G G T G G 0 0.03 017 0 002  0.01 0 0.02 004 0 0.01  0.01
-413D4 G T C A C C T CC A A T GEESS - 0 0.06 0.1 0 003  0.01 0 0.04  0.01 0 0.02  0.04
22|4{ G T CACCTCCAATGA CvT AlG G G TG G 0 0.04 012 0 005  0.01 0 0 0.02 0 001  0.04
17D4 G T C A CCTCCAATGAC T A 0 0.07 0.1 0 002 002 0 0.01  0.03 0 0 0.04
-310D{ G T CACCTCCAATGA A ===|===---=- 0 0.03 008 0 004 0.2 0 0.02  0.01 0 005  0.02
16D4 G T C A CCTCCAATGACTA|= =2 2= 0 0.02  0.06 0 001  0.02 0 0.01 003 0 0 0.03
-9116D4 G T C ACC T C = - = = - = = - |- - - - - = 0 0.04  0.05 0 0.02  0.01 0 0.01 0.02 0 0.01 0.02
-416D4 G T C ACCTCCAATG - - - |- - - - - < 0 0.04  0.03 0 0.01 0 0 0.02  0.02 0 0.02  0.01
-1423D- G T C' = = = = = = = = = = = = = -|- = = - - - 0 0.04 004 0 002  0.01 0 0.02 0 0 0.01  0.01
-44D-4 G T CACCTCCAATG - - -1 G G G 0 0.01 007 0 001  0.01 0 0.01  0.01 0 0 0.01
12Df{ G TC A CC T CCAATGACTA]- -G G 0 0.02 004 0 0.01 0 0 0.02  0.01 0 0.01  0.01
-19D4 G TCACCTCCAATGACT |- - - - - - 0 0.01 0.08 0 0 0 0 0.01 0 0 0.01 0.02
-1320D4 G T C A= = = = = = = = - = = -1- - - - - - 0 0.03  0.05 0 0 0 0 0.01 0.01 0 0.02 001
-1110D49 G T C A CCTCCAATGACT |- - = - - 0 0.03  0.04 0 0.02  0.01 0 0 0 0 0.01 0.01
-55D4 G T CACCTCCAAT-----1GGGTGG®G 0 0 0.06 0 0.02 0 0 0.01  0.01 0 0.01 0
_1;29|-GTCACCTCCAATGACT'AGGG G G 0 0 0.07 0 001  0.01 0 0 0 0 0 0.01
-1522D- G T - = = = = = = = = = = - = = -]- - - - - - 0 0.02  0.03 0 0.02 0 0 0 0 0 0 0.01
1:2|-GTCACCTCCAATGACTA()GGGTGG 0 0.01 004 0 001  0.01 0 0 0 0 0 0
5:20|-GTCACCTCCAATGACTCTCGT‘GG 0 0 0.03 0 0 0.01 0 0 0.01 0 0 0.02
15D{ G TC A CCTCCAATGACTALl- - - - -G 0 0.01  0.04 0 0 0 0 0 0.01 0 0 0.01
1:42|-GTCACCTCCAATGACTAXGGGTGG 0 0.01 003 0 001  0.01 0 0 0 0 0 0
14014 G TC A CCTCCAATGACTAYGGGTGG 0 0.01 003 0 0.01 0 0 0 0 0 0 0
13D9 G TCACCTCCAATGACTA]- - - TG G 0 0 0.03 0 0 0 0 0 0.01 0 0 0.01
99D4 G T CACCTC Ci= = === ===--lGGGTGG 0 0.01 0.03 0 0 0 0 0 0 0 0 0.01
SNV:-6G4 G T C A CCTCCAARRIGACTA|GGGTG G 005 006 004 004 009 004 003 004 004 004 008 004
SNV:-13A<4 G T C A/AC T CCAATGACTA A|GGGTGG 003 003 003 005 005 003 002 004 002 002 005 002
SNV4A<4 G T C ACCTCCAATGACTA|GGGIAG G 001 002 001 002 0.1 003 002 002 002 002 0.1 0.03
SNV:-14C- G T cileicC C T CCAATGACTA|GGGTGG 003 003 003 004 006 003 002 002 002 002 005 0.02
SNV:-16G- GEGIC A C C T CCAATGACTA|GGG TG G 002 002 005 003 007 004 001 002 002 003 004 002
SNV:-8G-4 G T C ACC T CCHIATGACTA|GGG TG G 003 002 002 003 007 002 003 002 002 002 005 003
SNV:(-5A4 G T C ACCTCCAATIAACTA|GGGTGG 002 002 001 002 008 002 002 001 002 002 005 002
SNV4G<4 G T C ACCTCCAATGACTA|GGGHEIG G 002 001 002 002 007 001 001 001 001 002 006 002
SNV:-8C4 G T C ACCTCCICCATGACTA|JGGGTGG 001 001 001 001 005 001 001 0 0 001 002 0.01
SNV:iT2C- G T C ACC TCCAATGACTAJPWmCGTGG 0 0 0.05 0 0 0.01 0 0 0.01 0 0 0.01
Non-linear alignments - 0 0.23 0 0.19  0.14 0 0.05  0.06 0 0.1 0.08
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HEK293T CXCR4

Reference -@ 118537 165325 164829 129676 136548 154894 124161 124012 128916 146760 132906 124723
Novariant9 G A A G C G T G A T G A CA A AG|A GG AGG
Corrected: SNV:-1T1IC4 G A A G C G T G A T G A CAAAMC GG AGG 001 004 481 001 008 547 0 001  1.13 0 005  1.04
22D4 G A AGCGTGATGACAA-—-|AGGAGSG 0 0.74 2.4 0 093 249 0 0.37  0.69 0 035 058
-1114 G A AGCGTGATGA AT CAA AvG A GG AGG 0 008 025 0 0.1 0.29 0 0.01 007 0 0.03  0.04
-11D4 G A AGCGTGATGATCAAAG-=-JAGGAGG 0 0.05 021 0 005 028 0 0.03  0.08 0 0.04 004
-822D94 G A AGCGTGA - - - - = - = - - - - - - 0 012 0.14 0 0.09 0.16 0 0.04  0.04 0 0.07  0.03
1114 G A A G C G TG ATGAGCAAA G<>A G G A GG 0 005 021 0 0.09 0.2 0 0.01 0.06 0 0.01 0.02
—1:29|-GAAGCGTGATGACAAA’TAGGAGG 0 0 0.2 0 0 0.25 0 0 0.07 0 0 0.06
-44D4 G A AGCGTGATGAC=-=-=--|lAGGAG GG 0 0.04 0.16 0 004 017 0 0.02 005 0 001 003
-2020D4' = = = = = = = = = = = = = = - = -]lAG G AGG 0 0.07 012 0 0.08 0.1 0 0.05  0.02 0 0.04 0.03
-33D4 G AAGCGTGATGATCA A ==--|lAGGAGG 0 0.03 015 0 003 0.14 0 0.03  0.05 0 0.03  0.04
-109D4 G AAGCGT = - - - - - - - -G|AGGAGG 0 006 015 0 0.08 0.1 0 0.02 0.03 0 0.03 002
-15:115D4 G A= = = = = - = = = = = - - - -|A G G A G G 0 0.07  0.09 0 003  0.09 0 0.02 002 0 0.04  0.02
-76D4 G A A GCGTGATIi= = - - - -G|AGGAGG 0 0.04 012 0 007 007 0 0.02  0.01 0 0 0.02
-25D4 G AAGCGTGATGACAAS-=--|-=-AGG 0 0.07 007 0 0.02 0.1 0 0.04 0.01 0 003 002
-77D9 G A AGCGTGATIi= === == =-|lAGGAGG 0 0.04 0.08 0 0.03 0.1 0 0 0 0 0.02  0.01
-1423D4 G A A= = = = = = = = = = = = = |- - = - = - 0 0.03  0.04 0 005 0.5 0 0.02  0.01 0 0 0.02
-88D4 G A A GCGTGA - - - - - - - -|lAGGAGG 0 0.02  0.07 0 0.06  0.04 0 0.01 0.01 0 0 0.01
11D4 G A A G C G T GATGACAAAG|]-GGAGG 0 0.02  0.04 0 001 0.8 0 001 002 001 001 002
516D4 G A A G C G T G A T G A= = =r=i=f=r= s === 0 001 006 0 004 006 O 001 001 0 001 00 Percentage
-1110D4 G A AGCGTGATGACAAA A -]=- - = - - = 0 0.03 005 0 001 007 0 0 0.02 0 0.01 0 0
-55D4 G AAGCGTGATG G A === =-|lAGGAG GG 0 0.01  0.06 0 003 0.6 0 0 0.02 0 0 0 o5
-18:19D4'= = = = = = = = = = = = = = = = |-G G A G G 0 0.04  0.05 0 0.02  0.04 0 0.01 0.01 0 0.01 0
-6:18D9 G A AGCGTGATG G = = = = = === === 0 0.01 0.04 0 0.02 0.03 0 0.02  0.02 0 0.02  0.01 -50
-19D4 G A AGCGTGATGACAAA |- - - - - = 0 0.01 007 0 003  0.04 0 0 0.01 0 0 0.01 -75
-2323D4' - = = = = = = = - = - - - - - —-IAGGAGG 0 0.02  0.06 0 0.01 0.02 0 0.01 0 0 0.02 0
-128/14H G A AGCGTGATGATCAA Avc A GGAGG 0 0 0.07 0 0 0.06 0 0 0.01 0 0 0.02 -100
-1125D9 G A A G C Gl= = = = = = = = = = =A== = = = = 0 0.03  0.05 0 0.01 0.03 0 0 0 0 0.02 0
1:2|-GAAGCGTGATGACAAAG>AGGAGG 0 0.01  0.04 0 003 005 0 0 0 0 0 0.02
-79D4 G A AGCGTGA A TI= = = === =|l==GAGG 0 0.02 004 0 001  0.04 0 0 0.01 0 0.02 0
-1320D41 G A A Gi= = = = = = = = = = ;- |- = = = = = 0 0.01 0.01 0 0.03  0.06 0 0.01 0.01 0 0.01 0
—2:18|-GAAGCGTGATGACAA’ACAGGAGG 0 0 0.06 0 0 0.03 0 0 0.02 0 0 0.01
—1:30|-GAAGCGTGATGACAAAORAGGAGG 0 0 0.04 0 0 0.06 0 0 0.01 0 0 0.01
1249 G A AGCGTGATGATCAA AOC A GG AGG 0 0 0.04 0 001 002 0 0 0.03 0 0 0.01
-12:12D9 G A A G Ci= = = = = = = = = = = =-lA G G A G G 0 0 0.02 0 0.02  0.04 0 0 0.01 0 0 0
-10010D4 G A A G C G T = = = = = = = = - -lAGGAGG 0 0 0.03 0 0.01 0.05 0 0 0 0 0 0
-1414D4 G A A= = = = = = = = = = - - - -|A GG A GG 0 001  0.04 0 0 0.02 0 0 0.01 0 0 0.01
-3042D4 - - - = - - - - - - - - - - - - A4- - - - - - 0 0O 004 0O 003 002 O 0 0 0 0 0
1:38|-GAAGCGTGATGACAAAG'AGGAGG 0 0.02 0.01 0 0 0.05 0 0 0 0 0 0
SNV:-11GH4 G A A G C GEBEG A T G A C A A A G|A GG A G G 004 003 003 005 013 005 003 003 004 004 012 004
SNV:-13T4 G A A GEIIG T G A T G A CAAAG|AGGAGG 003 003 003 004 006 002 003 002 001 003 005 004
SNV-16G4{ GEBEA G C G T G A TG ACAAAG|AGGAGG 003 003 003 002 006 003 002 003 003 003 006 003
SNV:-1T4 G A AGCGTGATGACAAAImMAGGAG G 001 001 006 002 003 006 001 001 004 001 002 002
SNV6T4 G A A G CGTGATGACAAAG|A GG A GIT 002 002 002 001 005 002 002 0.01 0.02 002 005 0.02
SNV:=17T4M® A A G C G T G A T GACAAAG|AGGAG GG 002 001 002 002 005 002 001 002 001 002 005 002
SNViC4 G A AGCGTGATGACAAAGJeGGAGG 001 001 006 001 003 004 0 001 002 001 002 002
Non-linear alignments - 0 022 044 0 0.31 05 0 0.06  0.08 0 0.07  0.02
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