Figure 1-figure supplement 1
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P7 P12 P18 P21
ATM 1.202 1.222 0.952 0.897
(99.2%) (100.8%) (78.5%) (74.0%)
ATR 1.587 1.593 1.004 0.580
(99.8%) (100.2%) (63.1%) (36.5%)
NBS1 4659 4.890 2.799 2.980
(97.6%) (102.4%) (58.6%) (62.4%)
DDX1 5263 4945 3917  32.49
(103.1%) (96.9%) (76.7%) (63.7%)
UIMC1 9483 9.185 5.970 6.291
(101.6%) (98.4%) (64.0%) (67.4%)
BRCC3 3.899 3.572 2.602 2.637
(104.4%) (95.6%) (69.7%) (70.6%)




