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Figure 1S1.
(A) Nur77-eGFP expression in mature Fo (B220+CD93-CD23+) B cells from mice with mutations in various signaling 
pathways (CD40L-/-, Unc93b13d/3d,TLR7-/-). 
(B) Nur77-eGFP and CD69 induction in B220+ splenocytes from Nur77-eGFP reporter mice stimulated with either 
anti-IgM or IL-4 in vitro for 24 hours. 
(C) Splenic B cells were stimulated with CXCR4 ligand (SDF-1) in vitro for 18 hours and Nur77-eGFP expression 
and CXCR4 downregulation were assessed. 
Data in (A) and (C) are representative of n = 2 independent experiments. Data in (B) are representative of n = 3 
independent experiments. 
(D, E) Splenocytes from N=5 Germ-free and SPF mice were taken directly ex vivo and either permeabilized and 
stained to detect B220+ cells and endogenous Nur77 by intra-cellular staining (D), or total Nr4a1 transcript by qPCR (E). 
(F) PerC (peritoneal cavity) cells from N=4 MB1 Cre+ MyD88 fl/fl and controls were permeabilized and stained to detect 
B1a cells and endogenous Nur77 by intra-cellular staining stained immediately ex vivo. In D-E, Nr4a1-/- splenocytes 
serve as a control both for Ab and primer specificity.
(G) Splenocytes from mice analyzed in (F) were harvested directly ex vivo to detect total Nr4a1 transcript by qPCR.
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