Figure 1-figure supplement 1 Lampert and Stafa et al., 2018
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Protein ID Protein Score PSM  PSM Control 0.0
Q9H7D7 WD repeat-containing protein 26, WDR26 1975.77 619 10 0 2 4 6 8
Q96559 Ran-binding protein 9, RANBP9 242.81 68 0
QBIUR7 Armadillo repeat-containing protein 8, ARMC8 228.32 71 0 log2 ( FC-B score )
Q9H871 Protein RMD5 homolog A, RMND5A 158.97 45 0
Q7L5Y9 Macrophage erythroblast attacher, MAEA 140.50 51 0
QINWU2 Glucose-induced degradation protein 8 homolog, GID8 97.01 23 0
QouL6e3 Muskelin OS=Homo sapiens, MKLN1 96.98 33 0
QsIvv7 Glucose-induced degradation protein 4 homolog, GID4 60.50 20 0
F5GY55 DNA damage-binding protein 1, DDB1 22.68 9 12
Q96G75 Protein RMD5 homolog B, RMND5B 14.01 8 0
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