Figure 5—figure supplement 1

A

Lampert and Stafa et al., 2018

siControl @ 2.59 1.2 - 1.2+
siWDR26_pool ° 2 2 n § : Hbp1
siTwa1_pool o s 204 T 5 o
SIMAEA_pool ° < — < g
SIWDR26_1 8 s £ 08 Z 0.8
siHbp1_pool o o - -
3 o 2
Q c c
£ 107 § 3
a-Hbp1 2 G 041 S 04-
b . > >
4 4
a-WDR26 0.0 : : 0.0 T 0.0

Ll
> © el N N Q O & s+
© I % @ \e R N Ny © ©
R & & & &I & & v
% S @S O

E Ctrl KO F

Hbp1 Canonical Sequence FLAG-GID, yFbp1-Myc

MAEA W26
adapted

a-Hbp1

a-MAEA

. s yinculin

Input
GID  Hbp1

9

=]

Pro/N-recognin (Chen et al., 2017)

Ubiquitination Site (Wagner et al., 2011)

1
51
101
151
201
251
301
351
401
451
501

MVWEVKTNQM PNAVQKLLLY MDKRASGMND SLELLQCNEN LPSSPGYNSC
DEHMELDDLP ELQAVQSDPT QSGMYQLSSD VSHQEYPRSS WNQNTSDIPE
TTYRENEVDW LTELANIATS PQSPLMQCSF YNRSSPVHII ATSKSLHSYA
RPPPVSSSSK SEPAFPHHHW KEETPVRHER ANSESESGIF CMSSLSDDDD
LGWCNSWPST VWHCFLKGTR LCFHKGSNKE WQDVEDFARA EGCDNEEDLQ
MGIHKGYGSD GLKLLSHEES VSFGESVLKL TFDPGTVEDG LLTVECKLDH
PFYVKNKGWS SFYPSLTVVQ HGIPCCEVHI GDVCLPPGHP DAINFDDSGV
FDTFKSYDFT PMDSSAVYVL SSMARQRRAS LSCGGPGGQD FARSGFSKNC
GSPGSSQLSS NSLYAKAVKN HSSGTVSATS PNKCKRPMNA FMLFAKKYRV
EYTQMYPGKD NRAISVILGD RWKKMKNEER RMYTLEAKAL AEEQKRLNPD
CWKRKRTNSG SQQH
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