Figure 2-figure supplement 1
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Figure 2-figure supplement 1. (A) Reproducibility of iSNV identification for paired samples acquired
on the same day. The x-axis represents iSNV frequencies found in the home-acquired nasal swab.
The y-axis represents iSNV frequencies found the clinic-acquired combined throat and nasal swab.
Dashed line is a one to one expectation. (B) Frequency of all minority iSNV as determined from
replicate RT-PCR and sequencing libraries (see methods). Data are stratified by viral load of
original samples. Note that samples with viral loads >10"5 were not run in duplicate and those with
viral loads <1073 were not used in the study. Dashed line is a one to one expectation.


Figure 2-figure supplement 1. (A) Reproducibility of iSNV identification for paired samples acquired on the same day. The x-axis represents iSNV frequencies found in the home-acquired nasal swab. The y-axis represents iSNV frequencies found the clinic-acquired combined throat and nasal swab. Dashed line is a one to one expectation. (B) Frequency of all minority iSNV as determined from replicate RT-PCR and sequencing libraries (see methods). Data are stratified by viral load of original samples. Note that samples with viral loads >10^5 were not run in duplicate and those with viral loads <10^3 were not used in the study. Dashed line is a one to one expectation.


