Supplementary Table 1. Expected labelling combinations of SNAP::BICD2 or Egl::SNAP if there are two copies of the SNAP-tagged polypeptide per complex.

	Number of dyes per SNAP-tagged polypeptide1 

	0.9

	

	Probability polypeptide unlabelled
	Probability polypeptide labelled

	0.1
	0.9

	

	Proportion of all complexes with two labelled polypeptides

	TMR + A647
	TMR + TMR
	A647 + A647

	(0.9 x 0.9) x 0.5 = 0.405
	(0.9 x 0.9) x 0.25 = 0.2025
	(0.9 x 0.9) x 0.25 = 0.2025

	

	Proportion of all complexes with one labelled polypeptide and one unlabelled polypeptide

	TMR
	A647

	[bookmark: _GoBack]((0.9 x 0.1) + (0.1 x 0.9)) x 0.5 = 0.09
	((0.9 x 0.1) + (0.1 x 0.9)) x 0.5 = 0.09

	
	

	Proportion of all complexes with no labelled polypeptides

	0.1 x 0.1 = 0.01

	


1Determined by spectrophotometric analysis





