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Figure 3 — figure supplement 1. (i) Pathways affected during cold exposure in the resistant and sensitive fish families,
assigned to KEGG categories, as indicated by transcriptomic analysis. The size of the fraction 1s relative to the total number
of pathways affected for each KEGG category. (1) Common KEGG pathways 1dentified to be affected (red: upregulated;
blue: downregulated) by the cold exposure shared between the microbiome and the host transcriptomic response in the liver.



