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Genus

Family
k__Archaea.p__Euryarchaeota.c__Methanobacteria.o___Methanobacteriales.f__Methanobacteriaceae
k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__ Actinomycetales.f _Microbacteriaceae

k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__ Actinomycetales.f __Mycobacteriaceae

. k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__Actinomycetales.f __Nocardiaceae
. k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__Actinomycetales.NA

. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f__.Odoribacteraceae.
. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f __.Paraprevotellaceae.
. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f __Bacteroidaceae

. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f__Porphyromonadaceae
. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f__Prevotellaceae

. k__Bacteria.p__Bacteroidetes.c__Flavobacteriia.o__Flavobacteriales.f __Flavobacteriaceae
. k__Bacteria.p__Firmicutes.c__Bacilli.o__Bacillales.f__Staphylococcaceae

. k__Bacteria.p__Firmicutes.c__Clostridia.o__ Clostridiales.f__Christensenellaceae

. k__Bacteria.p__Firmicutes.c__Clostridia.o__ Clostridiales.f __Clostridiaceae

. k__Bacteria.p__Firmicutes.c__Clostridia.o__ Clostridiales.f__Lachnospiraceae

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Peptostreptococcaceae

. k__Bacteria.p__Firmicutes.c__Clostridia.o__ Clostridiales.f__Ruminococcaceae

. k__Bacteria.p__Firmicutes.c__Erysipelotrichi.o__Erysipelotrichales.f _Erysipelotrichaceae

k__Bacteria.p__Fusobacteria.c__Fusobacteriia.o__Fusobacteriales.f__Fusobacteriaceae
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. k__Bacteria.p__Planctomycetes.c__Planctomycetia.o__Gemmatales.f __Gemmataceae

. k__Bacteria.p__Proteobacteria.c__Alphaproteobacteria.o___Rhodobacterales.f _Rhodobacteraceae

. k__Bacteria.p__Proteobacteria.c__Betaproteobacteria.o__Burkholderiales.f __Comamonadaceae

. k__Bacteria.p__Proteobacteria.c__Betaproteobacteria.o__Burkholderiales.f __Oxalobacteraceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Aeromonadales.f _Aeromonadaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Aeromonadales.f _Succinivibrionaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Alteromonadales.f __Shewanellaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o___Enterobacteriales.f _Enterobacteriaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Legionellales.NA

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Pseudomonadales.f __Moraxellaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Pseudomonadales.f __Pseudomonadaceae
k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Vibrionales.f __Pseudoalteromonadaceae

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Vibrionales.NA

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o___Xanthomonadales.f __Xanthomonadaceae

. k__Bacteria.p__Synergistetes.c__Synergistia.o__Synergistales.f _Synergistaceae

. k__Bacteria.p__Tenericutes.c__Mollicutes.o__RF39.f

. k__Bacteria.p__Verrucomicrobia.c__Verrucomicrobiae.o__Verrucomicrobiales.f __Verrucomicrobiaceae
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k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__Actinomycetales.f _Actinomycetaceae.g__ Mobiluncus

k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__Actinomycetales.f _Microbacteriaceae.g__Clavibacter

. k__Bacteria.p__Actinobacteria.c__Actinobacteria.o__Actinomycetales.f___Mycobacteriaceae.g__Mycobacterium
. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f _Bacteroidaceae.g__

. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f__Bacteroidaceae.g__Bacteroides

. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f _Bacteroidaceae.NA

. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f __Porphyromonadaceae.g__Porphyromonas
. k__Bacteria.p__Bacteroidetes.c__Bacteroidia.o__Bacteroidales.f__Prevotellaceae.g__Prevotella

. k__Bacteria.p__Firmicutes.c__Bacilli.o__Bacillales.f__Bacillaceae.g__ Bacillus

. k__Bacteria.p__Firmicutes.c__Bacilli.o__Lactobacillales.f__Streptococcaceae.g__Streptococcus

. k__Bacteria.p__Firmicutes.c__Bacilli.o__Turicibacterales.f__Turicibacteraceae.g__Turicibacter

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__.Tissierellaceae..g__Sporanaerobacter

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f __Christensenellaceae.g_

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__02d06

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__02d07

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f __Clostridiaceae.g__02d08

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f _Clostridiaceae.g__02d09
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. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f _Clostridiaceae.g__02d10

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__02d11

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g_ 02d12

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g_ 02d13

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__ 02d14

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g_ 02d15

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g_ 02d16

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__02d17

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Clostridiaceae.g__CandidatusArthromitus

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Lachnospiraceae.g__Butyrivibrio

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f__Lachnospiraceae.g__Shuttleworthia

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f __Peptostreptococcaceae.g__Clostridium

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f __Ruminococcaceae.g_

. k__Bacteria.p__Firmicutes.c__Clostridia.o__Clostridiales.f __Ruminococcaceae.g__Ruminococcus
k__Bacteria.p__Fusobacteria.c__Fusobacteriia.o__Fusobacteriales.f__Fusobacteriaceae.g__Cetobacterium
k__Bacteria.p__Fusobacteria.c__Fusobacteriia.o__Fusobacteriales.f__Fusobacteriaceae.g__Fusobacterium

. k__Bacteria.p__Planctomycetes.c__Planctomycetia.o__Pirellulales.f _Pirellulaceae.g__

. k__Bacteria.p__Proteobacteria.c__Alphaproteobacteria.o__Rhodobacterales.f__Rhodobacteraceae.g_Rhodobacter

. k__Bacteria.p__Proteobacteria.c__Betaproteobacteria.o__Burkholderiales.f _Comamonadaceae.NA

. k__Bacteria.p__Proteobacteria.c__Betaproteobacteria.o__Burkholderiales.f __Oxalobacteraceae.g__Janthinobacterium

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Aeromonadales.f __Aeromonadaceae.g_

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Aeromonadales.f__Succinivibrionaceae.g_

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Enterobacteriales.f___Enterobacteriaceae.g__Plesiomonas

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Legionellales.f__Legionellaceae.g_

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Legionellales.NA.NA

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Pseudomonadales.f__Moraxellaceae.g__Acinetobacter

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Pseudomonadales.f__Pseudomonadaceae.g__Pseudomonas
k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Vibrionales.NA.NA

. k__Bacteria.p__Proteobacteria.c__Gammaproteobacteria.o__Xanthomonadales.f __Xanthomonadaceae.g__Stenotrophomonas

. k__Bacteria.p__Spirochaetes.c__Spirochaetes.o__Spirochaetales.f __Spirochaetaceae.g__Treponema

. k__Bacteria.p__Tenericutes.c__Mollicutes.o_ RF39.f g

. k__Bacteria.p__Verrucomicrobia.c__Verrucomicrobiae.o__Verrucomicrobiales.f__Verrucomicrobiaceae.g__Akkermansia
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k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Actinomycetales; f__Microbacteriaceae; g__Clavibacter; s___
k__Bacteria; p__Actinobacteria; c__Actinobacteria; o__Actinomycetales; f__Mycobacteriaceae; g_ Mycobacterium; s__
. k__Bacteria; p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Bacteroidaceae; g_ ;s_
. k__Bacteria; p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Bacteroidaceae; g__ Bacteroides; s_
. k__Bacteria; p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Bacteroidaceae; NA; NA
. k__Bacteria; p__Bacteroidetes; c__Bacteroidia; o__Bacteroidales; f__Prevotellaceae; g__ Prevotella; s___
. k__Bacteria; p__Bacteroidetes; c__Flavobacteriia; o__Flavobacteriales; f__Cryomorphaceae; g__ Fluviicola; s_
. k__Bacteria; p__Bacteroidetes; c__Flavobacteriia; o__Flavobacteriales; f__Flavobacteriaceae; g__Flavobacterium;s__
. k__Bacteria; p__Firmicutes; c__Bacilli; o__Lactobacillales; f__Streptococcaceae; g__Streptococcus; s__luteciae
. k__Bacteria; p__Firmicutes; c__Bacilli; o__Turicibacterales; f__Turicibacteraceae; g__Turicibacter; s__
. k__Bacteria; p__Firmicutes; c__Clostridia; o__Clostridiales; f__Christensenellaceae; g_ ;s
. k__Bacteria; p__Firmicutes; c__Clostridia; o__Clostridiales; f__Clostridiaceae; g_ 02d06; s_
. k__Bacteria; p__Firmicutes; c__Clostridia; o__Clostridiales; f__Clostridiaceae; g__CandidatusArthromitus; s___
. k__Bacteria; p__Firmicutes; c__Clostridia; o__Clostridiales; f__Peptostreptococcaceae; g__Clostridium; s__ruminantium
. k__Bacteria; p__Firmicutes; c__Clostridia; o__Clostridiales; f__Ruminococcaceae; g_ ;s

k__Bacteria; p__Fusobacteria; c__Fusobacteriia; o__Fusobacteriales; f__Fusobacteriaceae; g__Cetobacterium; s__somerae
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. k__Bacteria; p__Proteobacteria; c__Alphaproteobacteria; o__Rhodobacterales; f__Rhodobacteraceae; g_ Rhodobacter; s_
. k__Bacteria; p__Proteobacteria; c__Betaproteobacteria; o__Burkholderiales; f__Comamonadaceae; NA; NA
. k__Bacteria; p__Proteobacteria; c__Betaproteobacteria; o__Burkholderiales; f__Oxalobacteraceae; g__Janthinobacterium; s__lividum
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Aeromonadales; f__Aeromonadaceae; g_ ;s_
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Aeromonadales; f__Succinivibrionaceae; g_ ;s__
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Alteromonadales; f__Shewanellaceae; g__Shewanella; s_
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Enterobacteriales; f__Enterobacteriaceae; g__ Plesiomonas; s__shigelloides
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Legionellales; f__Legionellaceae; g_ ;s
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Pseudomonadales; f__Moraxellaceae; g__Acinetobacter; s__
k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Pseudomonadales; f__Pseudomonadaceae; g_ Pseudomonas; s__fragi
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Pseudomonadales; f __Pseudomonadaceae; g Pseudomonas; s__veronii
. k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Vibrionales; f__Pseudoalteromonadaceae; g__Vibrio; s__mimicus
k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Vibrionales; f__Vibrionaceae; g__Enterovibrio; s_
k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Vibrionales; NA; NA; NA

k__Bacteria; p__Proteobacteria; c__Gammaproteobacteria; o__Xanthomonadales; f__Xanthomonadaceae; g__Stenotrophomonas; s___
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Figure 2 — figure supplement 5. Relative abundance of the most abundant microbial taxa within the posterior gut of the

different groups 1n the two temperature conditions, at the (1) family, (11) genus and (111) exact sequence variant level (ESV).



