Figure 4-figure supplemental 1. Sharing pattern percentages by pattern type

Percentage of shared variants

Chromosome
Sharing depth ~ Sharing pattern 1 2 3 4 5 6 7 genome
shallow within N.Am 36.4 36.8 37.8 329 374 36.7 37.2 36.8
within Asia 10.7 106 11.0 127 10.6 10.7 10.1 10.8
within Europe 55 51 44 52 47 52 4.6 4.9
deep N.Am and Asia 74 71 7.1 76 72 68 7.0 7.1

Europe and N.Am 3.3 3.6 3.7 37 33 39 33 3.5
Europe and Asia 147 142 147 132 151 145 155 14.7

very deep among all 220 226 214 246 21.7 223 222 22.2




