Figure 5––source data 1.
	Construct
	Syntaxin-1A residues
	FRET label pairs
	Percent of molecules without transitions
	Percent of molecules with transitions
	Number of molecules
analyzed
	Number of fields of view 

	L-SNARE-CC
	181-262
	SX-249:SB-82
	5.5 ± 1.3
	15.8 ± 4.3
	2892
	4

	L-SNAREfull-CC
	1-263
	SX-249:SB-82
	6.83 ± 0.6
	13.8 ± 1.7
	2648
	3
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