Allele | Cloning method | Gene | Mutation

n5666 | Mapping and whole-genome sequencing cyp-36A1 | GGA->AGA[Gly->Arg]

n5668 | Failure to complement hif-1(ia4) hif-1 agGAG->aaGAG [Splice acceptor]
n5678 | Failure to complement hif-1(ia4) hif-1 CGA->TGA[Arg->STOP]
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