
35 40 45
0

10000
20000
30000
40000
50000

35 40 45
0

10000
20000
30000
40000
50000

35 40 45
0

10000
20000
30000
40000
50000

Io
n 

C
ou

nt
s 

at
 9

03
.4

5

Retention time (minutes)

35 40 45
0

100000

200000

300000

400000

35 40 45
0

100000

200000

300000

400000
35 40 45

0

100000

200000

300000

400000

Retention time (minutes)

Io
n 

C
ou

nt
s 

at
 9

04
.4

m/z=903.3

WT

∆LDT
∆LDTcomp

A B

OH

O
HN

NH2

H
N

O

N
HO

CONH2

N
H

O

O

NH2

NH

NH2O

HN

CONH2

N
H

OH

O

O

O

NHO

OH

O

OH

O
HN

NH2

H
N

O

N
HO

CONH2

N
H

O

O

NH2

NH

NH2O

HN

CONH2

N
H

OH

O

O

O

OHO

Tri-Tetra

Tri-Tri

The crosslink amide bond is shown in red

I’m showing the structures with 4 amides (blue). We do not know 
which one is not amidated in the mass corresponding to “3 sites.”

Donor Stem
Acceptor 

Stem
amidated 

sites
Calculated m/z 

[M+H]1+
Observed m/z 

[M+H]1+
tripeptide tripeptide 0 ND

1 ND
2 ND
3 904.43 904.42
4 903.45 903.44

tripeptide tetrapeptide 0 ND
1 ND
2 ND
3 975.47 975.45
4 974.49 974.47
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The crosslink amide bond is shown in red

I’m showing the structures with 4 amides (blue). We do not know 
which one is not amidated in the mass corresponding to “3 sites.”
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