transcription factor Tbf1 éL ———— :Rm
binding site density: O:-O.24 0 0.20 0 0.11 0 0.31

Iﬁl

100 -50 0 50 100 100 -50 0 50 100 100 -50 0 50 100 4100 -50 0 50 100
distance from best Mcm1 site match (bp) distance from best Mcm1 site match (bp) distance from best Mcm1 site match (bp) distance from best Mcm1 site match (bp)



