Mcm1

Rap1-Mcm1 sites at non-
ribosomal protein genes
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--------- Saccharomyces cerevisiae
........... Saccharomyces mikatae
---- Saccharomyces kudriavzevii
------------ Saccharomyces uvarum

.......... Naumovozyma castellii
---- Naumovozyma dairenensis
----------- Kazachstania africana
- Kazachstania naganishii
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