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chr5:96740118:96741266 CAST
chr1:146643674:146644031 HYDIN2
chr6:3000085:3006468 NQO2
chr12:108652417:108654306 CORO1C
chr19:9660874:9675015 ZNF562
chr15:47766182:47766616 SEMA6D
chr15:72344140:72345446 RP11−106M3.2,HEXA
chr7:151052237:151052574 ASIC3
chr2:190649360:190659158 NAB1
chr19:14705170:14706091 ZNF333
chr20:62860308:62861024 TCFL5
chr22:20143756:20147021 ZDHHC8
chr9:113178801:113182796 FKBP15
chr1:205504796:205523147 CDK18
chr2:67402974:67403225 ETAA1
chr9:146158:152034 CBWD1
chr9:127874649:127877623 AK1,RP11−203J24.9
chr12:112125618:112130511 TRAFD1
chr10:94562727:94562812 HELLS
chr13:99200939:99238427 UBAC2
chr1:2391958:2395784 RER1
chr14:64950414:64951074 RAB15
chr5:172057473:172061139 STK10
chr17:69175513:69182153 ABCA10
chr7:158902595:158905989 WDR60
chr20:62914406:62926432 DIDO1
chr15:42404955:42409303 RP11−164J13.1,CAPN3
chr1:146643674:146646125 HYDIN2
chr11:73878819:73887354 PAAF1
chr12:77968702:77998337 NAV3
chr2:74458671:74459643 WBP1,INO80B−WBP1
chr19:14705170:14706686 ZNF333
chr20:62860308:62860830 TCFL5
chr9:113178801:113182766 FKBP15
chr22:20143756:20145229 ZDHHC8
chr1:6106287:6106395 CHD5
chr10:13441750:13447266 BEND7
chr15:47766182:47766577 SEMA6D
chr15:72320702:72345446 RP11−106M3.2,HEXA
chr1:41028726:41037362 SCMH1
chr22:23877171:23882459 SLC2A11,AP000350.10
chr19:9660874:9674632 ZNF562
chr1:205504878:205523147 CDK18
chr10:71288732:71290915 UNC5B
chr19:10830378:10832304 DNM2
chr15:40389929:40391949 KNSTRN
chr22:31327309:31335692 PATZ1
chr12:112126149:112130511 TRAFD1
chr10:94562727:94571388 HELLS
chr20:18494063:18497069 RBBP9
chr3:37947211:37964571 CTDSPL
chr9:34614768:34617885 DCTN3
chr16:67169101:67169631 HSF4
chr9:127874649:127885186 AK1,RP11−203J24.9
chr3:142185989:142186452 GK5
chr15:99690428:99706729 MEF2A
chr3:65357132:65361199 MAGI1
chr3:52617538:52627273 PBRM1
chr14:64950414:64950943 RAB15
chr9:37854982:37860048 DCAF10
chr5:172057473:172060967 STK10
chr8:73027052:73032042 TERF1
chr8:42338685:42344953 POLB
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Figure 6 Fig. Supp. 4


