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                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| 

H. sapien          ---------- ---------- ------MMMG CGESELKSAD GEEAAAVPGP PPEPQ--VPQ --LRAPVPEP GLDLSLSPR- -PDSPQPR-- -HG---SPGR RKGR-----A  67  

M. musculus        ---------- ---------- -------MMG FGASALESIE GEEALEVPGP PPEPR--APE --PRAPEPEP GLDLSLSPSP LPESPKAR-- -KS---SPGQ RKGR------  67  

X. tropicalis      ---------- --------GS HTPRTYKMSE VRTLSLREYE ADEGEAVPCD FPPQPLALGL --GGTAESHP LLDISLTPDK ---------- --G---GGIL RRKS-----S  70  

D. rerio           ---------- ---------- -------MEV CGEPLIRAA- -------PEP LRDER--IQT ----AELLCA DLDLSVSL-- TP-------- ---------- ----------  39  

S. vulgaris        ---------- ---------- ---------- ---------- ---------- ---------- ---------- -MKPRAGPG- -PAPPPP--- -PP---GGIL RRG-------  23  

S. mansoni         ---------- ---------- -------MSD VNQLTNPSLD SSDVDAYPRF --AGR----- --TLRKDLSD KL-------P SPSKQVRFR- ------PNVI TNSFDHLADK  60  

S. purpuratus      ---------- ---------- ---------- --------MA SDSEDIDPHP LPGGAVPKPM QRTSSPDFNN FLDPLLALT- -PDKPQKIAQ VVA---SQRQ RRGG-----T  62  

L. gigantea        MVKKMAEGIL SNPHYSTNMP HFNRTQKFDR FPMTSV---- -QDEDINPIH --MAP--VPS ---WRDEISS ATDPSLTLTP ERSSKPKISN NPQTTNPPVV TKTK------  92  

T. adhaerens       ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  1   

D. melanogaster    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----------  1   

Clustal Consensus                                                                                                                            1   
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                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| 

H. sapien          E----RR-GA ARQRR----- ---------- ---------- ---------- ---------Q VRFRLTPP-- ---------- -----S---- ---------- -----PVRSE  92  

M. musculus        ------R-GG SRRGR----- ---------- ---------- ---------- ---------Q VRFQLAPP-- ---------- -----S---- ---------- -----PVRSE  90  

X. tropicalis      E----RR--- -QGQR----- ---------- ---------- ---------- ---------Q VRFVVSEE-- ---------- -----ANG-- ---------- -------R--  90  

D. rerio           -----ER-PA DRRRR----- ---------- ---------- ---------- ---------Q VRFNVDPV-- ---------- -----LITV- ---------- --NPEPRNNQ  69  

S. vulgaris        --------GR EGGNR----- ---------- ---------- ---------- ---------Q VRFAPSPA-- ---------- -----LRDE- ---------- --EE------  45  

S. mansoni         MSLDFTETGF DELT--NITS SFGNSDSISI LRNRYPPD-- --------NA PTQNQFYCKQ TLYDVSEAME NNVNK-M--- --CNLSVDTE CHLK------ --------GS  138 

S. purpuratus      E----KQKGS NKENRGSVTE ELNK-DSES- -HSK------ --EGTT---- -SPGLISHPS VLFQQERT-- NRDQ--ILQK NLKIIKHGV- ------PETD S-KKEARNKD  140 

L. gigantea        M----KQ--- --KQR--VRF DLDNDDDDL- -HSRDTPDSQ SSSNTNSPSK STPQKAYCPQ MYISKPDQNV NDDELDITQM EDEIITINRR CDSVETAKSD YSEKTNSRSS  189 

T. adhaerens       ---------- ---------- ---------- ---------- --MATGDYLN KRPQIRSPPA PIQQFKDV-- NRQDTPI--- RVQVTRHDN- ---------- -----ENKKH  47  

D. melanogaster    ---------- ---------- ---------- ---------- ---------- ---------- ---------- ---------- ----MPHKR- ---------- -----RNRVH  10  

Clustal Consensus                                                                                                                            1   

                           230        240        250        260        270        280        290        300        310        320        330                    

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| 

H. sapien          ---------- ---------- ---------- -------PQ- --------PA VP-------- QE------LE M--------- ---------- ---------- -PVLKSSLAL  112 

M. musculus        ---------- ---------- ---------- -------PL- LV-AG--APG DD-------- HE------LE A--------- ---------- ---------- -PALQSSLAL  115 

X. tropicalis      ---------- ---------- ---------- ---------- --------SQ EA-------- GG------LQ ---------- ---------- ---------- ----CPRMHS  104 

D. rerio           ---------- ---------- ---------- -------PT- AR-KP--PNK DE-------- HG------VE TDR------- ---------E ---QSRECDG QQTHEAELNT  105 

S. vulgaris        ---------- ---------- ---------- ---------- --------ED ED-------- GG------VP T--------- ---------- ---------- --LATPTLHS  62  

S. mansoni         C-------QS VSFLKTTD-- ----HLPQQP -LPSCGPVYS SKNCPSDAKS SS----DQDP RE-LPTYSFT HSESLSLSSL TDLSCLDSNT TSFCNPGDAT LNFSQPVFNT  229 

S. purpuratus      EIAAA----R VNKL----TK LSSTSAPKDA -VLQRKSTT- VRSCV--QNK QK-------H TG------AT SKK------- ---------H ---VRIVDPK TPLSTPELHS  206 

L. gigantea        SVDLSFTETA LKYLAIRESE ISKSESPNPP QIVDSVPSH- VHKCH--AVK NVIVTREYEN RSTPNTYQFP FVD------- ---------T ---ASSRESE HVLARPEYNT  277 

T. adhaerens       ---VNFANDS LK-------- ---------- --TEKNGSR- IPTKIPAQRK EKSS-----D NG-------- ETN------- ---------G ---NLLQHRQ VLLSQPRLNS  101 

D. melanogaster    ANQRNFTARR VSVAK----- L--SSAPPNV LVESCNGSH- ADNSSPDSPK AK-------E GA-------- MTN------- ---------G ---K---NPE IKLAVPKCNT  75  

Clustal Consensus                                                                                                                            1   
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                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| 

H. sapien          GLELRA---- AAGSHFDAAK ---------- ---AVEEQLR KSFQI----- RCGLEESVSE GLNVPRSKRL FRDLVSLQVP EEQVLNAALR EKLALLPPQA R-----A-PH  194 

M. musculus        SLELQNARAA VASGQFDASK ---------- ---AVEEQLR KSFRT----- RCALEETVAE GLNVPRSKRL YRDLVSLQVP EEQVLNAALR EKLAMLPPQP R-----A-PP  201 

X. tropicalis      TAALKEQAEL EAGQEFHADR ---------- ---AVQRELE RSYRV----- RRSIESEAAR ALNVARAHSL YQGLLSVEPP AGQVQRLSER PRR--AE--P K-----EAPQ  187 

D. rerio           TLALRAELEE EAEQTFDAEK ---------- ---AVREKLQ SSTLT----- KNHVNSKAAE GLNFPRSQQL YRALVSVSLS RDQLISQALQ DRPALAPPTA S-----QNNK  192 

S. vulgaris        ---SRGGPWG APPEPFDAPR ---------- ---AAAALLG SSFAA----- RSALGGAAAA AMNVPQAQRL FRGLVSLAVP PPPGPRRGV- ---------- ------QVPP  134 

S. mansoni         TKALEQEIKS LSRKVNNASK EHYTDEIRLE AERVVNEACN TLPAGDNSIN PLILNPRI-- TVNVPENVST YENLIDLTVD ESEIVRLERQ RIAAQRKRLL E----ANRKQ  333 

S. purpuratus      TAALGHQLKQ LEIETFNAEE ---------- ---VLVKTLQ DSEAA----- RVAFSERVAE AANVNKHEKK YLGLVSVGVP VESTLQRALT QRHSRVKR-- R-----TQRP  291 

L. gigantea        TLKISEELKD LKASKPKVAQ ---------- ---TLKQKLK SSEET----- RTDINEKAS- -VKVNRNGEL FSGLVGVDPD INKLCLEVER GITGKVKPKV KSTNKGSTAS  367 

T. adhaerens       TKVIRNTLKQ LENSDIPDVI ---------- ---LT-DEIK ---------- -ASVNSKASH ALNTGRNQQR YHSLLPLEGE DSALVLKTVP AT------KT KYIRKSTEPI  180 

D. melanogaster    TVRKQNEAH- ----IISNIK ---------- ---LD-MNLN ---KD----- SNFIAPQITK KMNFAPNRVV FGVLVPLNVN DSVLVPHNRK PD------AL KHTSKESESC  152 

Clustal Consensus                                                            .         :        :  *: :                                      5   

                           450        460        470        480        490        500                  

                   ....|....| ....|....| ....|....| ....|....| ....|....| ....|....| ....|..

H. sapien          PKEPPGPGPD MTILCDPETL FYESPHLTLD GLPPLRLQLR PRPSEDTFLM HRT-----LR RWEA--- 253 

M. musculus        LKEVLGPGPD MTMLCNPDSL WSESPHLTVD GLPPLRLQAR PRPSEDTFLM HRM-----LR RWEA--- 260 

X. tropicalis      LQAPQLQAPD LSAFSHLCER FTETPCLTVE GPPPVIICPR PRPAHSVFDM YHK-----LN EWAP--- 246 

D. rerio           FSSPPPEGPD ILQFYSPDKM LRETPLLPGD HIPLPRPRPV PRPAHTTFHL HRL-----HK LWES--- 251 

S. vulgaris        APTPQVPGPQ LGVLAGGAGR GMGWPWLPP- HAPPEPPRAL PRPPGAAFAM YQK-----LQ QWGGC-- 193 

S. mansoni         NIKVDEPEPD LLEFFDPNRH VYQSVNLQSK GIRSLLPTLH CASDDLV-NV FQHKIACDYS FWLCDT- 398 

S. purpuratus      SKASEVPPPD ILEMFSPA-M IVESAKTDVS GLIPPKVKAA PVDPDMTFDL YRH-----MQ CWDLGH- 351 

L. gigantea        GKKSDPKAPD ILEFYTDD-R QREIPDLSLT NITIATESLS TADPMTAFDL YRH-----NR VWDTLHN 428 

T. adhaerens       THIDDCLPND YFSEVSPFDF QPMTNKIS-- --------SA EESVTSAFEF YQE-----MQ RWI---- 228 

D. melanogaster    KAISEPQLAD YAEKVDPMIM AVKEPVL--- ---------H LDWEPGPFDF FGA-----YR RTYN--- 199 

Clustal Consensus           :                                           . .                  6   

Annotated PPP1R35 Domain


