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Figure 5-figure supplement 1. Distribution of estimated ∆G values for CBC metabolites over 
1,000 sampled steady-state flux distributions under no-CCM (HC; A) and CCM-induced (LC*; 
B) conditions. The estimated ΔG was negative for all enzymes except RPE and RPI for which ΔG > 0. 
In addition, TRK was found to be the only enzyme operating in both directions.




