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SMAD2

(nuc-to-cyto)T = 1 hPre-stimulus T = 2 h T = 12 hT = 4 h

+ ACTIVIN (10 ng/mL)
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B
T = 1 hPre-stimulus T = 2 h T = 12 hT = 8 h

+ BMP4 (50 ng/mL)
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