
Supplemental file 4. Multiple sequence alignments of the predicted MpFRH1 miRNA target mRNAs in M. polymorpha and their orthologs from other liverworts. 
The predicted MpFRH1 target site is indicated with a grey arrow. Region around the predicted miRNA target site (top) and overview of the alignment (bottom). 
A) Foie gras domain containing protein Mapoly0075s0041.1. B) Basic helix-loop-helix transcription factor MpRSL1 Mapoly0039s003 C) Basic helix-loop-helix 
transcription factor transcript 27676  D) Nucleotide-rhamnose synthase/epimerase-reductase Mapoly0005s0120.
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