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1:homeobox transcription factor(z=17.4,n=127)

2.GPCR

2:G-protein coupled receptor(z=16.1,n=321)

3

3:receptor(z=13.1,n=1124)
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4:signaling molecule(z=11.2,n=770)5
5:serine protease inhibitor(z=9.5,n=95)6

6:cadherin(z=7.4,n=80)7 7:zinc finger transcription factor(z=7.2,n=328)
8

8:extracellular matrix protein(z=7.2,n=316)
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9:protease inhibitor(z=7.1,n=170)

10

10:peptide hormone(z=7.1,n=98)


