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	Name
	Primer sequence (5’-3’)
	Amino acid substitution
	Secreted

	mD2VLP
	ACGTGTACCACCATGGGAGAAAAAAAAAGAGAAAAAAGATCAGTG
	His-Lys, Arg-Lys
	Y

	
	TGGGACGTGTACCACCATGGTAGTAAAAAAAAGAGAAAAAAGATC
	Gly-Val, Glu-Val
	Y

	
	CATGGTAGTAAAAAAAAGATCAAAAAGATCAGTGGCACTCG
	Glu-Ser
	Y

	
	
	
	

	imD2VLP
	AGAACATAGAAGAGAATCAACATCAGTGGCACTCG
	Lys-Ser, Arg-Thr
	Y

	
	
	
	

	△2H2
	AGGGAAAAGTCTTCTGTTTCCAACAGAGGATGGCGTGAAC
	Lys-Pro
	Y

	
	CAGCAGACAAGAGAAAGGGGACAGTCTTCTGTTTCCAACAG
	Lys-Asp
	Y

	
	CATAGCTTGTGCAGGCGCCGCCCATTTAACCACACGTAAC
	Phe-Ala
	Y

	
	
	
	

	W101G
	TCCATGGTAGACAGAGGAGGGGGAAATGGATGTGGACTA
	Trp-Gly
	Y

	N103K
	GACAGAGGATGGGGAAAAGGATGTGGACTATTTGGA
	Asn-Lys
	N

	G104Q
	AGACAGAGGATGGGGAAATCAATGTGGACTATTTGGAAAGG
	Gly-Gln
	N

	
	
	
	

	K307E
	TCTATGTGCACAGGAAAGTTTGAAGTTGTGAAGGAAATAGCAGAA
	Lys-Glu
	N

	K310E
	ACAGGAAAGTTTAAAGTTGTGGAGGAAATAGCAGAAACAC
	Lys-Glu
	Y

	E311R
	CAGGAAAGTTTAAAGTTGTGAAGCGAATAGCAGAAACACAACATGG
	Glu-Arg
	Y

	E314R
	AAAGTTGTGAAGGAAATAGCACGAACACAACATGGAACAATAGTT
	Glu-Arg
	N

	T315H
	TTGTGAAGGAAATAGCAGAACACCAACATGGAACAATAGTTAT
	Thr-His
	N

	Q316P
	GTGAAGGAAATAGCAGAAACACCACATGGAACAATAGTTATCAGA
	Gln-Pro
	Y

	H317E
	AAGGAAATAGCAGAAACACAAGAAGGAACAATAGTTATCAGAGTG
	His-Glu
	Y

	P364R
	GACAGAAAAAGATAGCCGGGTCAACATAGAAGCAGAACCT
	Pro-Arg
	N

	W391G
	GGACAACTGAAGCTCAACGGGTTTAAGAAAGGAAGCAC
	Trp-Gly
	N

	F392A
	ACAACTGAAGCTCAACTGGGCTAAGAAAGGAAGCACGCTG
	Phe-Ala
	Y
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