Figure 1-figure supplement 3

A)
A.thaliana
S.cerevisiae
S.pombe
D.melanogaster
X.tropicalis
H.sapiens
C.elegans
T.grayi
P.fragile
T.thermophila
D.discoideum
Consensus

A.thaliana
S.cerevisiae
S.pombe
D.melanogaster
X.tropicalis
H.sapiens
C.elegans
T.grayi
P.fragile
T.thermophila
D.discoideum
Consensus

A.thaliana
S.cerevisiae
S.pombe
D.melanogaster
X.tropicalis
H.sapiens
C.elegans
T.grayi
P.fragile
T.thermophila
D.discoideum
Consensus

B)
30¢C

BY4741 HIS3*

gcnd4A HIS3*

mbf1A HIS3*

mbf1-K64E HIS3*

mbf1-185T HIS3*

1 60
MAGIGPITQDWEPVVIRKKP------- ANAAAKRDEKTVNAARRSGADIETVRKFNAG
MSDWDTNTIIGSRARAGGSGPRANVARSQGQINAARRQGLVVSVDKKYGST
MSDWDTVTKIGSRA---GPGARTHVAKTQSQINSARRAGAIVGTEKKYATG

MSDWDSVTVLRKK------ APKSSTLKTESAVNQARRQGVAVDTQQKYGAG
MAESDWDTVTVLRKK------ GPTAAQAKSKQAITAAQRRGEEVETSKKWSAG
MAESDWDTVTVLRKK------ GPTAAQAKSKQAILAAQRRGEDVETSKKWAAG

MSKYGCPTSDTDPNSVTMITKR------ GPVNKTLKSAAQLNAAQRAGVDISTEKKTMSG
MPRGQIMTGQDWEPQVFNFQNR---NTGNKKPGRVNEAEANRLLQRGGNVDVMKKEHYH
MDHQDLKPVIW----------- HKTEKKPKPKNIGEARKLGIDVEVEKKFLGG
MEHQNWDYTYI----------- EKRTNNKGEKATKQALHQGLAVEHVKKNVTN
MDVQTKYGAG
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NKSQDPAGQ---HLTKIDRENEVKPPSTTGRSVAQAIQKGRQAKGWAQKDLSQRINEKPQ
TNKQHVTTK---NTAKLDRETEELRHDKIPLDVGKLIQQGRQSKGLSQKDLATKICEKQQ
ONKQHTITK---NTAKLDRETEELHHDRVPLEVGKVIQQGRQGKGMNQKDLATKINEKPQ
ONKQHSITK---NTAKLDRETEELHHDRVTLEVGKVIQQGRQSKGLTQKDLATKINEKPQ
GNRQHSANK---NTLRLDEETEELHHQKVALSLGKVMQQARATKGWTQKDLSTQINEKPQ
ANTQ-KAGPGA-NAKRLDEDNETLKVKRIDNNLRASIQRARQAKGWTQQDLAQRIAERVG
KNKSCKGNLIIENKAKIEQETENFRIDRVTPVFSRALQQARINKKLTQAQLARLVNESES

NPSNLDGR----YVAKVLNEDE-YKVDTVSHDFRIALQQARQAKGWTQEQLAKACCEKKS
QNKVLGGA----NQKKIVESEEDIALPELNPSVPQAIQRARNALKMTQKELAFKINERPG
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VIADYESGKAIPNNQVLGKIERAIGLKLRGRDIGKPLDPIVKKN
VIADYESGRAIPNNQVLGKIERAIGLKLRGKDIGKPIEKGPRAK
VVGEYESGKAVPNQQIMAKMERALGVKLRGKDIGMPFSTKPPAKK
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VISDYESGRAIPHPSTITKFESALGCKLPRDKKKK
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