
N . . . R      L      A      A     F     L     R       R     V      E     A     M    V     I      R      E      L     N     K   N     W    Q      S    H      A      F     D . . .   C 

PAM

5’ . . . AGGCTCGCAGCCTTTCTTCGGAG - - TGGAGGCCATGGTCATCCGAGAGCTGAACAAGAATTGGCAGAGCCACGCGTTTGA. . .3’
N . . . R     L    A      A     F     L     R        S        G      G     H    G     H     P      R     A     E       Q    E     L     A      E     P     R     V     * . . .   C 

5’ . . . AGGCTCGCAGCCTTTCTTCGGAGAGTGGAGGCCATGGTCATCCGAGAGCTGAACAAGAATTGGCAGAGCCACGCGTTTGAT. . .3’

Mutant
Allele 1

WT

Mutant
Allele 2

5’ . . . AGGCTCGCAGCCTTTCTTCGGAG AG - - - - - - - - - - - - - CATCCGAGAGCTGAACAAGAATTGGCAGAGCCACGCGT. . .3’
N . . . R      L      A     A     F     L     R       R      A                                  S     E      S      *      T     R     I    G      R    A       T     R     . . .   C 

WDR34 KO CLONE#1 Exon2 

5’ . . . GGGGACGTCTCCGCAG- - GTCTTGTCTGTATACCCTGGGCTACCCGCCAGCCCAAGCGCAGGGTCTGCATGT. .3’

5’ . . . GGGACGTCTCCGCAGGTGTCTTGTCTGTATACCCTGGGCTACCCGCCAGCCCAAGCGCAGGGTCTGCAT . .3’

PAM

. . . V      S     C     L     Y     T      L     G     Y     P    P     A      Q     A     Q     G       L     H       . . .C 

. . . V      L     S     V    Y    P      G      L     P     A      S      P     S      A     G      S      A    C  . . . *. . . C  

WT

WDR34 KO CLONE#2 Exon3

TGGAGGCCATGGT

AG

GT

Mutant
Allele 2 5’ . . . GGGGACGTCTCCGC- - GTGTCTTGTCTGTATACCCTGGGCTACCCGCCAGCCCAAGCGCAGGGTCTGCATGT. .3’

AG

Mutant
Allele 1

A

B

C

TGA

Intron

5’ . . .GAGATGGACCTTCCTGAACATAAGGAGCCGAGGTGCAGGGATCCCGACCAGGATGCCAGGAGCAGAGACAGG. .3’
PAM

5’ . . .GAGATGGACCTTCCTGAACATAAGGAGCCGAGGT--AGGGATCCCGACCAGGATGCCAG. .3’
         N . . .  E      M    D     L      P    E      H    K     E      P      R      *        G     S     R    P      G      C     Q. . .  C

N . . . E     M     D     L    P     E     H     K     E      P      R     C     R      D     P     D     Q     D     A      R     S . . .  C      

5’ . . .GAGATGGACCTTCCTGAACATAAGGAGCCGAGGtTGCAGGGATCCCGACCAGGATGCCAGGAGCAGAGACAGGGTGGCCGAAGTCCACACCGCTAA. .3’
N . . . E     M     D      L     P    E       H   K      E     P     R    L     Q     G      S     R    P      G     C     Q     E     Q      R     Q     G     G      R    S     P     H      R     *. . .  C

Mutant
Allele 1

WT

Mutant
Allele 2

WDR60 KO  Exon3 

 1- 1067 aaWT

 1- 76 aa
 1- 76 aa

*
 * = Stop codon
Underlined = inserted base (lowercase)
Dashes = missing bases
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*
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