
------------------AEKEAQADAAAEIAEDAAEAEDAGKPKTAQLSLQDYLNQQANNQFNKVPEAKKV

SERBP1 X4 RABBIT          1  MPGHLQEGFGCVVTNRFDQLFDDESDPFEVLKAAENKKKEAGGGGVGGPGAKSAAQAAAQTNSNAAGKQLRKESQKDRKN
SERBP1 X1 RABBIT          1  MPGHLQEGFGCVVTNRFDQLFDDESDPFEVLKAAENKKKEAGGGGVGGPGAKSAAQAAAQTNSNAAGKQLRKESQKDRKN
SERBP1 X2 RABBIT          1  MPGHLQEGFGCVVTNRFDQLFDDESDPFEVLKAAENKKKEAGGGGVGGPGAKSAAQAAAQTNSNAAGKQLRKESQKDRKN
SERBP1 X3 RABBIT          1  MPGHLQEGFGCVVTNRFDQLFDDESDPFEVLKAAENKKKEAGGGGVGGPGAKSAAQAAAQTNSNAAGKQLRKESQKDRKN
STM1 YEAST                1  --------------------------------------------------------------MSNPFDLLGNDVEDADVV

 

 
SERBP1 X4 RABBIT         81  PLPPNVGVVDKKEETQPPVALKKEGIRRVGRRPDQQLQGEGKIIDRRPERRPPRERRFEKPLEEKGEGGEFSVDRPIIDR
SERBP1 X1 RABBIT         81  PLPPNVGVVDKKEETQPPVALKKEGIRRVGRRPDQQLQGEGKIIDRRPERRPPRERRFEKPLEEKGEGGEFSVDRPIIDR
SERBP1 X2 RABBIT         81  PLPPNVGVVDKKEETQPPVALKKEGIRRVGRRPDQQLQGEGKIIDRRPERRPPRERRFEKPLEEKGEGGEFSVDRPIIDR
SERBP1 X3 RABBIT         81  PLPPNVGVVDKKEETQPPVALKKEGIRRVGRRPDQQLQGEGKIIDRRPERRPPRERRFEKPLEEKGEGGEFSVDRPIIDR
STM1 YEAST               19  VLPPKEIVKSNTSSKKADVPPPSADPSKARKNRPRPSGNEGAIRDKTAGRRNNRSK------------------------

 

 SERBP1 X4 RABBIT        161  PIRGRGGLGRGRGGRGRGMGRGDGFDSRGKREFDRHSGSDR------SGLKHEDKRGGSGSHNWGTVKDELT--------
SERBP1 X1 RABBIT        161  PIRGRGGLGRGRGGRGRGMGRGDGFDSRGKREFDRHSGSDRSSFSHYSGLKHEDKRGGSGSHNWGTVKDELTESPKYIQK
SERBP1 X2 RABBIT        161  PIRGRGGLGRGRGGRGRGMGRGDGFDSRGKREFDRHSGSDR------SGLKHEDKRGGSGSHNWGTVKDELTESPKYIQK
SERBP1 X3 RABBIT        161  PIRGRGGLGRGRGGRGRGMGRGDGFDSRGKREFDRHSGSDRSSFSHYSGLKHEDKRGGSGSHNWGTVKDELT--------
STM1 YEAST               75  ----------------DVTDSATTKKSNTRRATDRHSRTGK------TDTKKKVN------QGWGDDKKELS--------

 SERBP1 X4 RABBIT        227  -------DLDQSNVTEETPEGEEHPVADTENK----------ENEVEEVKEEGPKEMTLDEWKAIQNKDRAKVEFNIRKP
SERBP1 X1 RABBIT        241  QISYNCSDLDQSNVTEETPEGEEHPVADTENK----------ENEVEEVKEEGPKEMTLDEWKAIQNKDRAKVEFNIRKP
SERBP1_X2 RABBIT        235  QISYNCSDLDQSNVTEETPEGEEHPVADTENK----------ENEVEEVKEEGPKEMTLDEWKAIQNKDRAKVEFNIRKP
SERBP1 X3 RABBIT        233  -------DLDQSNVTEETPEGEEHPVADTENK----------ENEVEEVKEEGPKEMTLDEWKAIQNKDRAKVEFNIRKP
STM1 YEAST              119  --------

 SERBP1 X4 RABBIT        290  NEGADGQWK----KGFVLHKSKSEEAHAEDSVMDHHFRKPANDITSQLEI-----------NFGDLGRPG-------RGG
SERBP1 X1 RABBIT        311  NEGADGQWK----KGFVLHKSKSEEAHAEDSVMDHHFRKPANDITSQLEI-----------NFGDLGRPG-------RGG
SERBP1 X2 RABBIT        305  NEGADGQWK----KGFVLHKSKSEEAHAEDSVMDHHFRKPANDITSQLEI-----------NFGDLGRPG-------RGG
SERBP1 X3 RABBIT        296  NEGADGQWK----KGFVLHKSKSEEAHAEDSVMDHHFRKPANDITSQLEI-----------NFGDLGRPG-------RGG
STM1 YEAST              173  ELDAERIETAEKEAYVPATKVKNVKSKQL-------------KTKEYLEFDATFVESNTRKNFGDRNNNSRNNFNNRRGG

 

 
SERBP1 X4 RABBIT        348  RGGRGGRGRGGRPNRGSRTDKSSASAPDV-----DDPEAFPALA
SERBP1 X1 RABBIT        369  RGGRGGRGRGGRPNRGSRTDKSSASAPDV-----DDPEAFPALA
SERBP1 X2 RABBIT        363  RGGRGGRGRGGRPNRGSRTDKSSASAPDV-----DDPEAFPALA
SERBP1 X3 RABBIT        354  RGGRGGRGRGGRPNRGSRTDKSSASAPDV-----DDPEAFPALA
STM1 YEAST              240  RGARKG----------NNTANATNSANTVQKNRNIDVSNLPSLA

 


