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Figure 3-figure supplement 1

Figure 3-figure supplement 1. Solubility and melting temeparature of variants. (A) SDS-PAGE images of protein expression in
the supernatant (S) and pellet (P) fractions of the cell lysate. The numbers below indicate the percentage of protein in the soluble 
and insoluble fraction, which is calculated from the relative intensities of the supernatant and pellet bands. (B) Correlation 
between solubility and catalytic efficiency along the evolutionary trajectories. (C) Melting temperature (Tm) of all variants along the 
evolutionary trajectory as calculated from the midpoint of the denaturation curve in a thermal shift assay. Error bars represent 
standard deviation from three independent assays. (D) Correlation between solubility and melting temperature (Tm) of NDM1 
and VIM2 variants.


