
●
● ●●●● ●●● ●●●●●● ●● ●●●

●●●● ●● ●● ● ● ●●●●●●●● ● ●● ●● ●● ●●● ●
●●●●●● ●● ● ●● ●● ●● ●● ●● ●● ●● ● ●● ●● ●● ●●● ●● ●● ● ● ●●●●● ●●●●●●● ● ● ● ●●● ●●● ● ● ●●●● ● ●● ●●● ●●●● ●●● ● ● ●●● ●●●● ●●●●●● ●● ● ●●●●●●● ●●● ● ●● ●●●● ●● ●● ●●● ●● ●

●● ●● ● ● ●● ● ●●●●● ●●●● ●●●● ● ●●●● ●● ● ● ●● ●● ● ●● ●●● ●● ●●●● ● ●●●● ●● ●●● ●●● ● ●● ●● ●●● ●●● ●● ●● ● ●●● ● ●●●●● ●● ●● ●●● ●● ●●● ●● ● ●● ●●●● ● ● ●●●●● ● ●●● ●● ●●● ●● ● ●● ●● ● ● ●● ●● ●●● ●●●●●● ●● ●●● ●● ●● ●● ●●● ●● ●●● ●●●●●●●● ●● ●●●●●● ●●●●● ●●● ●●●● ●●●● ●● ●●● ● ●●● ●●● ●●● ●●●●●● ●●● ●●● ●●● ●●●● ●● ●●● ●●●● ●● ●●●● ●● ●● ● ●● ●●● ● ●●

LD
L

0

5

10

15
−l

og
10

 p
−v

al
ue

● ●

● ●● ●●●●●● ●●●●●●●●●●● ●

●●● ● ●●●●● ●● ●●● ● ●●● ●●●●●● ● ●● ● ●● ●●●●
●● ●●● ●

●● ●●●●●●● ●●●●● ●●●●●● ●● ●● ● ●● ● ● ●●●●●● ●●●●● ●● ● ●● ● ● ● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ●● ●●● ● ● ● ●●●●●●●●● ●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●●● ● ● ● ●●● ● ● ● ●● ● ●●●● ● ● ●● ● ●● ● ● ● ● ●● ●●● ● ●●●●● ● ●●● ● ● ●● ● ●●●● ●● ●●● ●● ●● ●●●●●● ●● ●● ●● ●●●●●●●●● ●●●●●● ●●●●●●●●●●●●●● ●●●●●●●●●●●●●● ● ●●●● ●●●●●●●●●●●● ●● ●●●●● ●●●● ●●●● ●●●● ● ● ●●●●● ● ●● ●●●● ●● ● ● ●● ● ● ●● ●● ● ● ● ●● ●●●● ●●●●● ● ●● ● ●● ●●●● ●●

N

0

5

10

15

−l
og

10
 p
−v

al
ue

HMGCR: ENST00000343975 >

75250000 75300000 75350000 75400000 75450000
Chromosome 5 position (bp)

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●
●●

●

●

●

●

●

●

●

●

●
●

●

●
●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

N

GG GA AA

0.1

0.2

0.3

0.4

0.5

rs3846662

tx
re

vs
e:

 E
N

ST
00

00
03

43
97

5 
us

ag
e

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

N

GG GA AA

0.5

0.6

0.7

0.8

0.9

rs3846662

tx
re

vi
se

: E
N

ST
00

00
05

11
20

6 
us

ag
e

N

0

1

2

3

4

5

FP
M

HMGCR: ENST00000287936 >
HMGCR: ENST00000343975 >

txrevise: ENST00000343975 >
txrevise: ENST00000511206 >

1000 2000 3000 4000 5000
Distance from region start (bp)

A B

C D

PP4 = 0.996

GG
GA
AA


	Canvas 1

