Figure 5-figure supplement 1

A
dd_508 dd_11601 (gki)

control nr4A RNAi control nr4A RNAI

whole body

head

1 234567 8 9 10 M1

3 0o -3
| m

Expression z-score

Head and tail enriched

dd_11601 (qki)* ]
dd_3902 (mmp19)* B
dd_2972*
dd_5509*
dd_11623 (hmbs) |
dd_432
dd_6364 (alad)*
dd_3719 (fbxI20)

dd_7974 (tnni2)
dd_5037 (fhi2)
dd_5321 (pi16)

dd_18940 (znf362)
dd_9677 (pcdh11y)*
dd_954

ndl-2

ndl-5

prog-1

dd_6222*
dd_8829
dd_18131 (cyp2b6)
dd_12240 (dpp6)
dd_14989 (opcml)
dd_508*

dd_1070 (col2at)
dd_701 (col24at)
dd_832 (col1a2)
dd_402 (col11a1)
dd_649 (col2at)

Head enriched

= dd_1772 dd_840 (col1a2)
kS dd_10318 (Idb3)* | dd_702 (col2a®)
dd_11683 (ca12)* dd_740 (col2a1) .

= dd_16103 dd_2736 (hspb1)*
dd_3684 dd_2265 (hsp90b1)
C dd_3686 dd_28209

dd_3169 123456789101

control nr4A RNAI nrdA
nig-8 Tail enriched
dd_12790 (nmbr) .
dd_9565 (col21at)* | dd_7106 n
© dd_9030 (col18a1) dd_5690
S dd_11681 (colgalt2) dd_14040 (scnnta)
= dd 19949 dd_16130 (tmem26)
dd_10748 dd_9259
dd_7351 dd_1706 (sz"a';ﬁ}’*
dd_1 9892(,(“’1);230; dd_7884 (kmo)
dd 8317 dd_6337
= dd_1226 (alas2)
123456789101 dd 1161, 1 m
: N dd_2056
Midbody enriched dd_6860
dd_11543 dd_6585 (tnxb)
dd_4737_1 .. dd_15195
dd_s418 dd_7272 (lactb)
dd_648 dd_3133 (hmbs)
dd_950 (vim) | | dd_663 [ |

dd_10258 -.. dd_2850 ||

dd_4737 (clec18a) dd_17223

12345678910M 12345678910M
Figure 5-figure supplement 1. nr4A-regulated gene expression patterns and regulation by nr4A RNA..
(A) Expression patterns of additional genes regulated by nr4A in both the head and the tail and their down-
regulation by nr4A RNAI, shown by FISH. Dotted lines denote animal boundaries. All animals were analyzed
at 9 weeks of RNAI. Scale bars represent 150um. (B) nr4A and nr4A-target expression levels (as z-scores
calculated from FPKM) in each of the denoted anterior-posterior segments (cartoon) from Stlickemann et al.
(2017). Genes are grouped into head and tail enriched, head enriched, midbody enriched, and tail enriched.
nr4A and PCG gene names are in bold; gene names with an asterisk are genes with significant expression
changes in both the head and tail in nr4A RNAi compared to control RNAi. See Methods for gene nomencla-
ture. (C) nlg-8 expression at the tail tip of nr4A(RNAI) animals and control animals at 9 weeks of RNA.I.
Images are maximum intensity projections and are representative of results seen in at least 3 animals.



