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DinG_2D

ec_DinG  115 RGRY-VCPRN LTALASTEPT QQDLLAFLDD ELTPNNQE-E QKRCAKLKGD LDTYKWDGLR DHTDIAIDDD LWRRLSTDKA S-CLNRNCYY YRECPFFVAR 211
hs_DDX11 261 GSRQNLCVNE DVKSLGSVQL ---INDR-CV DMQRSRHEKK KGAEE[12aa] ACPFY-NHEQ MGLL------ RDEALAEVKD MEQLLALGKE ARACPYYGSR 356
hs_FANCJ 277 SSRDHTCVHP EVV--GNFNR ----NEK-CM ELLDGKNGK- ---------- SCYFY-HGVH KISDQ-HTLQ TFQGMCKAWD IEELVSLGKK LKACPYYTAR 356
hs_RTEL1 130 GSREQLCIHP EVKKQESNHL ----QIHLCR KKVASR---- ---------- SCHFY-NNVE EKSL------ EQELASPILD IEDLVKSGSK HRVCPYYLSR 213
hs_XPD   110 SSRKNLCIHP EVTP-LRF-- GKDVDGK-CH SLTASYVRAQ YQHDTSLP-- HCRFY----- EEFD-AHGR- EVPLPAGIYN LDDLKALGRR QGWCPYFLAR 196
Sc_XPD   109 TSRKNLCLHP EVS--KERK- GTVVDEK-CR RMTNGQAKRK LEEVE----- LCEYHENLYN IE-------- VEDYLPKGVS FEKLLKYCEE KTLCPYFIVR 196
Sa_XPD    82 VGKPSSCLYA E--------K GAESEDIPCK -----Y---- ---------- -CELKGSIVE ---------- VKTDDSPLSL VKKLKKDGLQ DKFCPYYSLL 143
ta_XPD    86 QGRVNMCILY RMV-DDLHEI NAESLAKFCN MKKREVMA-- -----GNEA- ACPYFNFKIR SDET------ KRFLFDELPT AEEFYDYGER NNVCPYESMK 170
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