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—— Wolbachia endosymbiont of Onchocerca ochengi

Neorickettsia sennetsu Miyayama

Candidatus Jidaibacter acanthamoeba
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Holospora undulata HU1

98.6/97

—

t Chelativorans sp. J

5 IRhizo%ium le uminSoLsg(gg%v 5\6/At1rifolii WSM1689
olymorphum gilvum -

" Rbseibium sp. TrichSKD4

—— Pseudovibrio sp. FO-BEG1

— Methylobacterium extorquens AM1
Methylocella silvestris BL2
Methylocystis sp. SC2 _

Rhodolg)seudomonas palustris TIE-1
Xanthobac ] licu
%phomlcroblum denitrificans ATCC 51888

- Thermopetrobacter sp. TC1

Parvibaculum lavamentivorans DS-1
alphaproteobacterium Mf105b01

— alphaproteobacterium IMCC14465

— alphaproteobacterium RS24

Bartonella %Lzlintana RM-11

Pelagibacterium halotolerans B2

acter autotrophicus Py2

odomicrobium vannielii ATCC 17100

Brevundimonas subvibrioides ATCC 15264
—L_
Phenylo

Asticcacaulis excentricus CB 48

phag)roteo_bacteriqm L41A
acterium zucineum HLK1

Hirschia baltica ATCC 49814

R
S
Ki

aricaulis maris MCS10
Oceanicaulis sp. HTCC2633

Hyphomonas neptunium ATCC 15444
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Thalassobaculum salexigens DSM 19539
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ceanibaculum indicum P24
Kiloniella laminariae DSM 19542
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Neorickeltsia sennetsu Miyayama

78.3/89

Candidatus Arcanobacter lacustris
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Rubellimicrobium thermophilum DSM 16684
Paracoccus denitrificans PD1222
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Caedibacter sp. 38-128 j ’7
Candidatus Caedibacter acanthgmoebae

Caedibacter varicaedens

=

80.9/84

Candidatus Nucleicultrix amoebiphila FS5
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