120 taxa
&
200 genes
dataset

Taxon
removal

(

Phylogenetic
analyses

)

!

Site removal
in steps of 10%

by

compositional

bias

D> |

(

Phylogenetic Phylogenetlc
analyses analyses
Taxon
removal

(

analyses

Phylogenetic )

y

Recoding
into S4

!

!

Set of 40 most

compositionally

homogeneous genes

Phylogenetlc
analyses

Taxon
removal

Phylogenehc
analyses

!

(

Phylogenetic
analyses

)

Taxon
removal

(

Phylogenetic
analyses

)




