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Anaerococcus vaginalis ATCC 51170
Streptococcus infantarius subsp. infantarius CJ18
Bacteroidetes oral taxon 274 str. F0058
Neisseria polysaccharea ATCC 43768
[Eubacterium] yurii subsp. margaretiae ATCC 43715
Lactococcus lactis subsp. cremoris NZ9000
Peptoniphilus harei ACS−146−V−Sch2b
Streptococcus vestibularis F0396
Neisseria subflava NJ9703
Coprococcus catus GD/7
[Clostridium] scindens ATCC 35704
Faecalibacterium cf. prausnitzii KLE1255
Faecalibacterium prausnitzii SL3/3
Kingella denitrificans ATCC 33394
Gemella morbillorum M424
Capnocytophaga sp. oral taxon 329 str. F0087
Abiotrophia defectiva ATCC 49176
Lautropia mirabilis ATCC 51599
Slackia exigua ATCC 700122
Capnocytophaga ochracea F0287
Bifidobacterium dentium Bd1
Selenomonas flueggei ATCC 43531
Paraprevotella xylaniphila YIT 11841
Marvinbryantia formatexigens 
Parabacteroides merdae 
Actinomyces sp. oral taxon 175 
Streptococcus sanguinis SK36
Prevotella dentalis DSM 3688
Streptococcus mitis bv. 2 str. F0392
Ruminococcus gnavus ATCC 29149
Veillonella dispar ATCC 17748
Gemella sanguinis M325
Porphyromonas uenonis 60−3
Streptococcus infantis SK1076
Gemella haemolysans ATCC 10379
Ruminococcus sp. 5_1_39BFAA
[Eubacterium] rectale M104/1
[Eubacterium] siraeum 70/3
Streptococcus mitis SK321
Bifidobacterium angulatum 
Prevotella multiformis 
Parvimonas sp. oral taxon 393 str. F0440
Treponema succinifaciens DSM 2489
Haemophilus haemolyticus M21621
Veillonella sp. oral taxon 158 str. F0412
\Enterococcus faecium 1,141,733\
Acidaminococcus fermentans DSM 20731
Bacteroides eggerthii DSM 20697
Actinomyces sp. oral taxon 170 str. F0386
Rothia mucilaginosa DY−18a
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Clostridium butyricum E4 str. BoNT 
Streptococcus salivarius CCHSS3
Porphyromonas gingivalis ATCC 33277
Clostridium botulinum A2 str. Kyoto
Enterobacter cloacae subsp. cloacae 
Coprococcus catus GD/7
Streptococcus anginosus 1_2_62CV
Lactococcus garvieae Lg2
Prevotella timonensis CRIS 5C−B1
Prevotella sp. oral taxon 299 str. F0039
Atopobium parvulum DSM 20469
Gemella haemolysans M341
Eubacterium saphenum ATCC 49989
[Bacteroides] pectinophilus ATCC 43243
Ruminococcaceae bacterium D16
Clostridium lentocellum DSM 5427
Bifidobacterium breve UCC2003
Abiotrophia defectiva ATCC 49176
Rothia mucilaginosa DY−18
Neisseria subflava NJ9703
Streptococcus vestibularis F0396
Porphyromonas endodontalis 
Fusobacterium periodonticum 
Prevotella marshii DSM 16973 
Bulleidia extructa W1219
Prevotella disiens FB035−09AN
Capnocytophaga sp. oral taxon 338 
Clostridioides difficile 630
Prevotella buccalis ATCC 35310
Alistipes sp. HGB5
Coprococcus eutactus ATCC 27759
Campylobacter gracilis RM3268
Ruminococcus lactaris ATCC 29176
Bacteroides intestinalis DSM 17393
Eikenella corrodens ATCC 23834
Prevotella veroralis F0319
Eubacterium limosum KIST612
Ruminococcus gnavus ATCC 29149
Prevotella multisaccharivorax DSM 17128
Clostridium sp. 7_2_43FAA
Streptococcus sp. C150
Coprococcus comes ATCC 27758
Prevotella melaninogenica ATCC 25845
Prevotella buccae D17
Streptococcus gallolyticus 
Clostridium botulinum E1 str. BoNT E Beluga
Faecalibacterium prausnitzii L2−6
Paraprevotella xylaniphila YIT 11841
Parvimonas micra ATCC 33270
Enterococcus faecium 1,141,733
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Lachnospiraceae bacterium 3_1_57FAA_CT1
Prevotella marshii DSM 16973 = JCM 13450
Prevotella nigrescens ATCC 33563
Subdoligranulum variabile DSM 15176
Bacteroides plebeius DSM 17135
Clostridium sp. L2−50
[Clostridium] methylpentosum DSM 5476
Bacteroides fragilis 3_1_12
Bifidobacterium pseudocatenulatum DSM 20438
Capnocytophaga ochracea DSM 7271
Bifidobacterium adolescentis ATCC 15703
Coprobacillus sp. 29_1
Peptoniphilus harei ACS−146−V−Sch2b
Clostridium lentocellum DSM 5427
[Clostridium] saccharolyticum WM1
Parabacteroides distasonis ATCC 8503
Roseburia hominis A2−183
Clostridium sp. SY8519
[Clostridium] leptum DSM 753
Holdemania filiformis DSM 12042
Lachnospiraceae bacterium 9_1_43BFAA
\Enterococcus faecium 1,141,733\
Anaerostipes caccae DSM 14662
Turicibacter sanguinis PC909
Blautia hydrogenotrophica DSM 10507
Butyrivibrio crossotus DSM 2876
Lactococcus lactis subsp. lactis KF147
Clostridium botulinum E1 str. BoNT E Beluga
Roseburia intestinalis XB6B4
Thermodesulfovibrio yellowstonii DSM 11347
Lautropia mirabilis ATCC 51599
Blautia obeum A2−162
Enterobacter cloacae subsp. cloacae ATCC 13047
Fusobacterium nucleatum subsp. animalis 7_1
Ruminococcus sp. SR1/5
Catonella morbi ATCC 51271
Porphyromonas gingivalis ATCC 33277
Lactococcus lactis subsp. cremoris NZ9000
Campylobacter gracilis RM3268
Filifactor alocis ATCC 35896
[Clostridium] cf. saccharolyticum K10
Neisseria mucosa ATCC 25996
Anaerostipes hadrus
Blautia hansenii DSM 20583
Neisseria sicca ATCC 29256
Prevotella veroralis F0319
Faecalibacterium prausnitzii SL3/3
Eikenella corrodens ATCC 23834
Capnocytophaga sp. oral taxon 329 str. F0087
Rothia dentocariosa ATCC 17931
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Neisseria bacilliformis ATCC BAA−1200
Coprobacillus sp. 29_1
Neisseria flavescens NRL30031/H210
Megasphaera elsdenii DSM 20460
Escherichia coli O26:H11 str. 11368
Prevotella nigrescens ATCC 33563
Acidaminococcus fermentans DSM 20731
Bifidobacterium angulatum DSM 20098 = JCM 7096
Solobacterium moorei F0204
Parabacteroides merdae ATCC 43184
Capnocytophaga gingivalis ATCC 33624
Streptococcus infantis SK1302
Roseburia intestinalis XB6B4
Porphyromonas endodontalis ATCC 35406
Bacteroides coprocola DSM 17136
Ruminococcus sp. SR1/5
Streptococcus infantis X
Neisseria sicca ATCC 29256
Haemophilus haemolyticus M19501
Granulicatella adiacens ATCC 49175
Streptococcus mutans UA159
Capnocytophaga sp. oral taxon 329 str. F0087
Streptococcus mitis SK321
Streptococcus pseudopneumoniae IS7493
Streptococcus sp. M334
Streptococcus mitis SK597
[Eubacterium] hallii DSM 3353
Streptococcus oralis ATCC 49296
Streptococcus mitis NCTC 12261
Veillonella dispar ATCC 17748
Rothia mucilaginosa DY−18
Streptococcus cristatus ATCC 51100
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Acidaminococcus fermentans
Selenomonas sp. oral taxon 137 
[Eubacterium] rectale M104/1
Prevotella oris C735
Bacteroides eggerthii DSM 20697
Streptococcus sanguinis SK36
Capnocytophaga ochracea 
Bacteroides fragilis 638R
Parabacteroides distasonis
Porphyromonas asaccharolytica
Veillonella parvula DSM 2008
Leptotrichia buccalis C−1013−b
Haemophilus pittmaniae HK 85
Streptococcus infantis SK1302
Actinomyces sp. oral taxon 180
Oribacterium sp. oral taxon 108
Faecalibacterium prausnitzii SL3/3
[Eubacterium] yurii subsp. margaretiae
Atopobium rimae ATCC 49626
Bacteroides sp. D20
Prevotella disiens FB035−09AN
Fusobacterium nucleatum subsp. animalis
Streptococcus oralis Uo5
Lactococcus lactis subsp. cremoris
Streptococcus vestibularis F0396
Haemophilus haemolyticus M19501
Lactobacillus gasseri ATCC 33323
Granulicatella adiacens ATCC 49175
Streptococcus thermophilus JIM 8232
Veillonella sp. oral taxon 158 str. F0412
Streptococcus anginosus 1_2_62CV
Dialister invisus DSM 15470
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Bacteroides eggerthii DSM 20697
Phascolarctobacterium succinatutens 
Pseudoflavonifractor capillosus
[Eubacterium] rectale M104/1
Bacteroides stercoris ATCC 43183
Burkholderiales bacterium 1_1_47
Acidaminococcus fermentans 
Bacteroides coprophilus DSM 
Bacteroides clarus YIT 12056
Bifidobacterium breve UCC2003
[Clostridium] methylpentosum DSM 5476
Centipeda periodontii DSM 2778
Prevotella denticola F0289
Bacteroides intestinalis DSM 17393
Bacteroides plebeius DSM 17135
Prevotella oulorum F0390
Ruminococcus flavefaciens FD−1
Prevotella buccalis ATCC 35310
Faecalibacterium prausnitzii SL3/3
Ruminococcus gnavus ATCC 29149
Bifidobacterium bifidum PRL2010
Eikenella corrodens ATCC 23834
Blautia obeum A2−162
Lachnoanaerobaculum saburreum
Butyrivibrio fibrisolvens 16/4
Capnocytophaga sp. oral taxon 329
Intestinibacter bartlettii DSM 16795
Bacteroides sp. D20
Turicibacter sanguinis PC909
Leptotrichia buccalis C−1013−b
Streptococcus gallolyticus 
Bacteroides fluxus YIT 12057
Selenomonas flueggei ATCC 43531
Capnocytophaga ochracea DSM 7271
Neisseria elongata subsp. glycolytica
Rothia dentocariosa ATCC 17931
Bacteroides fragilis 638R
Porphyromonas asaccharolytica DSM 20707
Catonella morbi ATCC 51271
Neisseria bacilliformis ATCC BAA−1200
Campylobacter gracilis RM3268
Blautia hydrogenotrophica DSM 10507
Neisseria sp. oral taxon 014 str. F0314
Parabacteroides distasonis ATCC 8503
Fusobacterium nucleatum subsp. nucleatum
Atopobium rimae ATCC 49626
Roseburia intestinalis XB6B4
Faecalibacterium cf. prausnitzii KLE1255
Lactococcus lactis subsp. lactis KF147
Fusobacterium nucleatum subsp. animalis
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oral microbiome 
(AUC: 0.642)
stool microbiome 
(AUC: 0.971)
stool microbiome
without 
transmitter species
(AUC: 0.835)

ROC curves for the models 
predicting the 
stool transmission group 
based on:
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oral microbiome 
(AUC: 0.738)
stool microbiome 
(AUC: 0.951)
stool microbiome
without 
transmitter species
(AUC: 0.736)

ROC curves for the models 
predicting the 
saliva transmission group 
based on:


