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Deletion of intervening segment between cut sites (NHEJ)

1: 5-AATAGGCAGACATACACGTAGATCA-3’
2: 5’-CAATTATAGGAGCTGAGGGTTCGAG-3’
3: 8’-CTCTAGGGCCTTTGTTTTCTGCTA-3’

4: 5’-CAGACAATGGTCACTCAAAAGACTC-3
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: 5-CAGGGTTTTCCCAGTCACGAC-3’
: 5’-TCACACAGGAAACAGCTATGACC-3’




