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chr10:5,895,674-5,895,746 (73 bp.)
chr10.tRNA6-ValTAC (codon GUA)

3’- ACCAAGGTGACCCCGAACTTGGGTCCTGGAAGACG
CACATTTCGTCTACACTATTGGTGATGTGATACCTTGG - 5’
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chr22:44,546,537-44,546,622 (86 bp.)
chr22.tRNA1-SeCTCA (codon UGA)

5’- GCTCGGATGATCCTCAGTGGTCTGGGGTGCAGGCTTCAAACC
TGTAGCTGTCTAGTGACAGAGTGGTTCAATTCCACCTTTGTAGG - 3’
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chr5:180,614,701-180,614,782 (82 bp.)
chr5.tRNA7-LeuAAG (codon CUU)

5’- GGTAGCGTGGCCGAGCGGTCTAAGGCGCTGGATTAAGGCTC
CAGTCTCTTCGGGGGCGTGGGTTCGAATCCCACCGCTGCCA - 3’
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