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of 22.6 was used as the cutoff for separating the northern and southern samples. These results 344 

suggest that the importation index is a robust measure.   345 
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Figure 3–figure supplement 3. Examples of genetic mixing index. We constructed simplified 349 

genetic models in order to provide intuitive interpretation for the genetic mixing index. In the 350 

simplified genetic model, we assumed that each location had its own genetic lineage (a, b, c, or 351 

d) and migration introduced genetic lineage from one location to the other (x). The model results 352 

indicate that the genetic mixing index of population B increased with the proportion of imported 353 

cases and the number of source populations. 354 
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