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Schematic of the detailed interactions (A) between SETD3 and unmodified f-actin
(B) and between SETD3 and methylated p-actin. SETD3 residues are colored as shown
in Figure 1A, while the peptide residues are colored in yellow. The hydrophobic
interactions and hydrogen bonds between protein and peptide are shown in black solid
arrows and black dash arrows, respectively.
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