Leydig Leydig Sertoli Sertoli .
A subtype 1 subtype 3 subtype 2 subtype 4 Lymphocytes B ExpreSS|0n
o ol 0 SO0 g SO o accprages @ Toeeyes .
-2-101 2
40
) . ﬁl1at1
Macrophages
: - | 20G20R|k
; \II | \III HHH I |
0 Wl Ee
Lymphocytes ‘\H“‘ ‘ ‘ 1' HH H’ LA b6
\ ‘ T T
H \ H
20 \ .
- HH\‘ H MHH\ I\H il 11% 08P14R|k
<
O " ?
| I 2R
Ser | m M, il
. i | H il
subtype.2 Leydig \‘ \I\I\\I‘ \{ H ‘H\Hl {i \ |
« subtype 3 I “ ’ ‘ wu
w - HH \‘ 101}
P4 \ 11 ‘IIJ |
@ o A 1 H‘I LI 1 ‘ \ I I\I\ Mm ‘ |
Leydi | 1 l W
' ya 1 ‘\ Il “\m
Sertoli subtype 1 A
\IH I HHIH
subtype 4
k.
-20
-20 0 20 [
tSNE_1 - I\ ) - ~ ) + 58 o
2] 2 0 20 59 5o 50 TQ cz 2
S S S £ £ 2% £28¢ 3
9= 23 =2 5= 52 32 o% o8¢
o) ) o) o o
5 5 5 5 5 k] 5 ¢ 2
-3 -3 -3 N5 C2=1 N5 D5 cg ©
7] » » 7] » » » g S F
C Averge Percentage of cells 0 e 25 @ 50 @ 75 @ 100
expression levelo o 05 10 15 2.0 25  S1OWING expression
Defb19 [ ]
144
& ocu [ ]
K]
E  Aad [ ] °
o
8
5 vm ® [ ] L4
@
D soxo . . .
E
2 Tubbza .
~
Kifsb . L .
Leydig subtype 1 Leydig subtype 2 Leydig subtype 3 Sertoli subtype 1 Sertoli subtype 2 Sertoli subtype 3 Sertoli subtype 4 Lymp Telocytes
Len2 o [ )
o Hed1758 ) .
2
g Fabps [ ) L)
]
k=) Star [ ] °
=
B
3
c  Insi3 ) [ ] )
5
<
Cyp1ial [ ] [ ]
Cypi7al [ ] [ ) [ J
Leydig subtype 1 Leydig subtype 2 Leydig subtype 3 Sertoli subtype 1 Sertoli subtype 2 Sertoli subtype 3 Sertoli subtype 4 L Telocytes

D

sterol metabolic process

small molecule biosynthetic process
steroid biosynthetic process

lipid biosynthetic process

steroid metabolic process

ATP metabolic process

ATP synthesis coupled electron transport
mitochondrial ATP synthesis coupled electron transport
steroid metabolic process

drug metabolic process

organic hydroxy compound metabolic process
steroid biosynthetic process

cellular modified amino acid metabolic process
cofactor metabolic process

steroid metabolic process

actin filament organization

detoxification

negative regulation of cytoskeleton organization
nucleoside triphosphate metabolic process
negative regulation of protein polymerization
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RNA splicing

protein refolding

ribonucleoprotein complex biogenesis
regulation of mMRNA processing

protein folding

mRNA splicing, via spliccosome

RNA splicing, via transesterification reactions
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mRNA processing
RNA splicing
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Sertoli subtype 1

spermatid differentiation

= fertilization
I binding of sperm to zona pellucida
= spermatogenesis
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Sertoli subtype 3
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myeloid cell differentiation
inflammatory response
innate immune response
endocytosis

antigen processing and presentation of peptide antigen

regulation of T cell mediated cytotoxicity
lymphocyte activation

positive regulation of T cell mediated cytotoxicity
T cell activation

antigen processing and presentation

cellular response to acid chemical
extracellular matrix organization
blood vessel morphogenesis
epithelial cell differentiation

extracellular structure organization
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