Enrichment of predicted direct targets of MYBL1
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Enrichment of genes bounds by Stra8 in ChlPseq and upregulated
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Enrichment of genes downregulated in Crem KO & Bound by Crem in ChIPseq
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Enrichment of genes downregulated in Rfx2 KO & Bound by Rfx2 in ChlPseq
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