Figure 1—figure supplement 1

In vivo Zdbf2 regulation

Pre-implantation

Post-implantation

H3K27me3
unmethylated CpG O
methylated CpG @

C
Hierarchical Clustering of RNA-seq Data

ESC_Do0 1
ESC_D02
ESC 1
ESC2
ESC3
EpiLC_D2 1
EpiLC_D2 2
EpiLC_D2 1
EpiLC_D2 2
EpiLC_D23
EpiSC 1
EpiSC 2
EpiSC 3
EpiLC_D4 1
EpiLC_D4 2
EpiLC_D7 1
EpiLC_D7 1

RPKM

0 0204 06 08 1
L.

500

In Cellula Expression Dynamics

c
R
7}
0
o Promoter
o Switch
X
L
T T T T T T T T
Do D1 D2 D3 D4 D5 D6 D7
ESCs >
EpiLCs

Expression of Differentiation Markers

Naive Factors General Pluripotency

Rex1 Esrrb Oct4 Sox2
200 900 180
600 120
100
300 60
0 0 0
D0 D2 D4 D7 D0 D2 D4 D7 D0 D2 D4 D7 D0 D2 D4 D7

70

Early Postimplantation Priming Factors

Fgf5 Otx2 Foxa2 T
80 20 140
60 16 105
12
40 70
8
20 . 35
0 0 0 0
DO D2 D4 D7 DO D2 D4 D7 DO D2 D4 D7 DO D2 D4 D7





