
Allele 1
Allele 2 839 bp

833 bp

L. CRISPR R. CRISPR

(chr1:63,219,172-63,220,004)
(chr1:63,219,176-63,220,014)

Gpr1 Zdbf2
Liz

sDMRCGI CGIE4E1 E2 E3A

B

4C Log Ratio
WT/∆CTCF_PS

Scale
chr1:

50 kb

Liz

5000 _

0 _
1 _

-1 _

0 -

5000 _

0 _
2000 _

0 _2 _

-2 _

0 -

2000 _

0 _
25 _

0 _
25 _

4 _

mm10 chr1:63,176,000-63,315,000

pLiz

V
I
E
W
P
O
I
N
T

pZdbf2

V
I
E
W
P
O
I
N
T

P300

4C Log Ratio
WT/∆CTCF_PS

4C

4C

4C

4C

CTCF

CGIs

WT 
ESCs 

WT 
ESCs

∆CTCF_PS 
ESCs

∆CTCF_PS 
ESCs

Gpr1

E1 E2E3CTCF_PS E4

pLiz

pZdbf2

Zdbf2

Figure 4—figure supplement 2

αPCNA

αGFP

αCTCF

CTCF-AID-eGFP, Tir1

WT Auxin+-

WT
∆CTCF_PS

ESCs D2 D4 D7
0.0

0.1

0.2

0.3

0.4

0.5
Ndufs1

ESCs D2 D4 D7
0.000

0.005

0.010

0.015

0.020
Gpr1

ESCs D2 D4 D7
0.0

0.2

0.4

0.6

0.8
Adam23

ESCs D2 D4 D7
0

1

2

3

4
Eef1b2

R
el

at
iv

e 
Ex

pr
es

si
on

(R
pl

p0
 +

 R
rm

2)

Ndufs1 Eef1b2 Gpr1

Liz

Zdbf2 Adam23

CTCF_PS 100 kb

C

D E

EpiLCs EpiLCs EpiLCsEpiLCs

0.000

0.002

0.004

0.006

0.008

Zdbf2

0.000

0.005

0.010

0.015

0.020

Liz (Ex1)

CTCF-AID-eGFP, Tir1WT

+––Auxin:

R
el

at
iv

e 
Ex

pr
es

si
on

(R
pl

p0
 +

 R
rm

2)

*
*

CTCF-AID-eGFP, Tir1WT

+––

*


