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WT ®* GCAGGGTTTCTAGCCCTAAACACATCGGCCTCGCCAACAGCACCCAC
Al GCAGGGTTTCTAGCCCTAAA--CATCGGCCTCGCCAACAGCACCCAC
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TAAACATCGGICCTCGCCAACAGCACCCAC

M AT

101

atgggggaaagcagcacctgtgcagggtttctagccctaaacatcggcctcgccaacagcacccacaacaactaai

|
A1 KO taccccctttegtegtggacacgtcccaaagatcgggatttgtagecggageggttgtegtgggtgttgttgatt|
Met Gly Glu Ser Ser Thr Cys Ala Gly Phe Leu Ala Leu Asn lle Gly Leu Ala Asn Ser Thr His Asn Asn



