cPLA2d (GIVA) sequences

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

HUMAN
MOUSE
CHICK

MSFIDPYQHI
MSFIDPYQHI
MSFIDPYQHT
khkkkkkhhkhk
PNQENVLEIT
PNQENVLEIT
PNQDNVLEVT
***:****:*
RKEHIRESMK
RKENIKENMK
RKDNIMQSMK
‘k*::* :.**
PDFPEKGPEE
PDFPEKGPEE
PDFPEKGPKE
********:*
TAQCPLPLFT
AARCPLPLFT
EAQCALPLFT
Kok Khkkkkx
FNRVLGVSGS
FNRVLGVSGS
FNRVLGVSNS
hhkkkhkkkk K
TREGRAGKVH
TREGRAGKVH
TREGRAGKVH
kkkkkkhhkkk
ILRPQRGVDL
ILRPQRGVDL
ILRPQRGVDL
kkkAxkhxkhhk*k
VLANINFRKY
VLANINFRKY
VLANINFRKY
*kkkokdkkkokkk
QONPSRCSVSL
QNPSRCS&SL
ENPSRCSVSL
o

T o

IVEHQYSHKF
IVEHQYSHKF
VVEHQYSHVF
skkkkkkk ok
LMD, E
LMD, E
LMD. E
% % % d ok Kk *
KLLGPKNSEG
KLLGPKKSEG
SFLGEENSKN
iRk e ek

INEELMKNVS
INEELMKNVS
INQELMNSVS
**:***:.**
CLHVKPDVSE
CLHVKPDVSE
CLHVKPDVSE

kAhkhkhkhkhkkkhk*k

QSRGST EEE
QNKGST E
QNKGPT E
* ek kokokk ok
NFMLGLNLNT
NFMLGLNLNT
NFMLGLNLNS
kkkkkkkhk s
IISFDFSARP
IISFDFSARP
IISFDFSARP
Fodokok ok ok Kk k&
RAPGVPRETE
KAPGVLRETK
KAPGLPRESK
skkke kkg s
SNVEARRFFN
SNVEARKFFN
SSVEARRFFN

ek gk e how R

TVVVLRATKV
TVVVLRATKV
TVTVRKATNV
**-* :**:*
TLGTATFTVS
TLGTATFPVS
TLGMATFPIS
* % Kk ***-:*
LHSARDVPVV
LYSTRDVPVV
LTTSRDVPVI
* ::*****:
HNPLLLLTPQ
HNPLLLLTPQ
HNPLLLLTPQ
PR R R R R
LMFADWVEFS
LMFADWVEFS
LMFADWVEFS
*rkhkhkhkkhkk
LENITTKHIV
LENITAKHIV
LENIRLKHLV
% %ok **:*
SYPLSPLSDF
SYPLSPLRDF
CYPLSPLADL
.****M* *:
SDSSPPFKEL
|
SDTSPPFﬂqL
SDSSPPFKET
Kk . ****Aﬂ
EEKETADFDI
EEKEIADEFDI
EEKDFADFDI
***::*****
KEFLSKPKA
KEFLSKPTV
KNNLNNH-T

*e k.

TKG
TKG
TKG

***: * % % %k
SMEKVGEKKEV
SMEKVGEKKEV
SLKLGEKKEV
*:*:******
AILGSGGGFR
ATLGSG R
AVLGSG R
*:**** % %
KVKRYVESLW
KVKRYVESLW
KVKRYIEALW
*****:*:**
PYEIGMAKYG
PYEIGMAKYG
PYEIGMAKYG
* ok ok ok ok ok ok ok ok ok
SNDSSDSDDE
SNDSSDQDDE
SNDSSDSEDE
* % % ok Kk :**
ATQDﬁFDDDE
SSQDSFD-DE
LTQESVEEDE

R
LLAEKWAEKMN
LLAEKWAKMN
LLAEKWAEKMN
FErxEAkFTEREXTEAFT XX
FDDPESPFST
FDDPESPFST
FDDPNTPFST

Fhokd s o kkhok

TPDPYVELFI
TPDPYVELFI
TPDPYVELFI
s g ok kK ok ok Kok
PFIFNQVTEM
PFIFNQVTEM
QLTFNNVTEM
H **:****
AMVGFSGVMK
AMVGFSGVMK
AMVGFAGVMEK
*okokk ok s ok ok Kk
KKKSSGQPVT
KKKSSGQPVT
NKKSSGQPVT
:*********
TFMAPDLFGS
TFMAPDLFGS
TFMSPDLFGS
Hokok o kokok ok Kok
SHEPKGTENE
AQGPKGTENE
SQHPKGTENS
s kkkkokok
LDAAVADPDE
LDAAVADPDE
LDAAVADPDE
kkkkkhkkkkk
KLPFPKIDPY
KLPFPKIDPY
KLPFPKIDPN
*xhhkxIhkhkxk
FNFQYPNQAF
FNFQYPNQAF
FNFQYPNEAF

dekodek ok okk oo kok

STTPDSRKRT
STTPDSRKRT
PSAPDCRKRT
sakk  kkkk
VLEMSLEVCS
ILEMSLEVCS
TLELSLEVCS
**:******
ALYESGILDC
ALYESGILDC
ALYESGVLDC
Fokokk ok s kok ok
FTDIFGMLIG
FTDIFGMLIG
FTDIFGMLIG
F e de e gk Kok kK
KFFMGTVVKK
KFFMGTVVKK
KFFMGTVVKK
ook ok ok ok ok ok ok ok
DAGSDYQSDN
FEAEKEYQSDN
EANEEYQNSS
sk kK|
FERIYEPLDV
FERIYEPLDV
FERIYEPLDV
hkkkkkkkkk
VFDREGLKEC
VFDREGLKEC
VEDREGLKEC
Fohkok ok kkkkkk
KRLHDLMHEN
KRLHDLMYFEFN
KRLHDLMEFN

*khkkFkhkkk kK

Figure 1, supplement 1
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In C2-Domain, Ca2+ binding residues are cyan, DHPC binding residues are yellow,
C1P binding residues are beige, and membrane interaction residues are burgundy.
In Catalytic Domain, active site residues are orange, PAPC polar headgroup

interacting residues are blue, PAPC acyl chain interacting residues are lavender,
PIP2 interacting residues are magenta, and phosphorylation sites are green.



