Table S1. MT-related genes identified in a genome-wide screen for regulators of AMP gene expression from (Zugasti et al., 2016).

	WormBase Gene ID (WS266)
	Public Name
	Sequence Name
	Description

	WBGene00000962
	dhc-1
	T21E12.4
	dynein heavy chain homolog

	WBGene00001017
	dnc-1
	ZK593.5
	dynactin complex subunit p150 homolog

	WBGene00001832
	hcp-4
	T03F1.9
	centromere protein (CENP)-C homolog

	WBGene00002231
	knl-1
	C02F5.1
	essential kinetochore component

	WBGene00002845
	let-711
	F57B9.2
	NOT1 orthologue

	WBGene00004274
	rab-11.1
	F53G12.1
	small GTPase homologous to the Rab GTPases

	WBGene00010556
	rack-1
	K04D7.1
	orthologue of vertebrate Receptor for Activated C Kinase

	WBGene00006529
	tba-2
	C47B2.3
	alpha-tubulin

	WBGene00006530
	tba-4
	F44F4.11
	alpha tubulin
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