
Figure2-S1 

0

5

10

15

20

25

30
Normal
Cancer

T>GT>CT>AG>AC>TC>GC>AA>GA>C

B C

0.0

0.2

0.4

0.6

0.8

1.0
Stopgain

nonSynonymous

Synonymous

ncRNA_exonic (tRNA/rRNA)

Intergenic 

Normal
Cancer

Pe
rc

en
ta

ge
 o

f M
T 

SN
Vs

0
2

4
6

8

Normal
blood cell

pHSC LSC Blast

●

●

● ●

m
tD

N
A 

m
ut

at
io

ns
(n

um
be

r)
A

D

●

●

●

●

●

●

1336

6915

622

9

12

0.00
0.25
0.50
0.75

1.00

●

●

●

●

●

●

●

●

●

●

●

152
8533
3892

15402
16220
16243
12753

0.00
0.02
0.04
0.06

6

8

●

●

●

●

●

●

●

●

●

●

13590

5992

8115

7995

1969 0.1
0.2
0.3

9

12

●●●

2621

8547
0.0
0.1
0.2
0.3

0.4

8.5

10.5

SU583

pH
SC LS

C

Bl
as

t

SU496 SU444

SU654

pH
SC LS

C

Bl
as

t

pH
SC LS

C

Bl
as

t

pH
SC LS

C

Bl
as

t

VAF

VAF

VAF

log2(Depth)

VAF

log2(Depth)

log2(Depth)log2(Depth)

Classes of substitution

m
tD

N
A 

m
ut

at
io

ns
(n

um
be

r)

●●

13161

16181

15475

pH
SC

Bl
as

t

8
9
10

0.000.25
0.50
0.75

SU048

●

●

●

●

●

●

●

●

189
207

6243
146

12183
7684

15043

pH
SC

Bl
as

t

46
8

0.000.25
0.50
0.75

SU336

●

●

●

●

●

●

●

1062

15262

921

10197

pH
SC

Bl
as

t

8.48.89.29.6

0.00.2
0.4
0.6

●●

13965

2813

pH
SC

Bl
as

t

0.000.04
0.08
0.12
0.16

7.07.58.08.5

SU501

SU351

●

●

●

11823

9528

7209

pH
SC

Bl
as

t

9
10

0.0000.005
0.010
0.015

SU623

log2(Depth)

VAF

VAF

log2(Depth)

VAF

log2(Depth)

VAF

log2(Depth)

VAF

log2(Depth)

E

●

●

●

●

●

●

●

●

●

●

●

2850

991

8090

7496

4081

pH
SC LS

C

Bl
as

t

9.0
10.0
11.0

log2(Depth)

VAF
0.00
0.05
0.10
0.15

SU070

6776

7158

7842

6705

2976

6268
0.00
0.05
0.10
0.15

0.20

5
7
9

SU353

pH
SC LS

C

Bl
as

t

VAF

log2(Depth)

●

●

●

●

●

●

●

●

●

●

●

m
tD

N
A 

m
ut

at
io

n 
si

te
s

m
tD

N
A 

m
ut

at
io

n 
si

te
s

m
tD

N
A 

m
ut

at
io

n 
si

te
s

m
tD

N
A 

m
ut

at
io

n 
si

te
s


