
A

refinement with
102725 particles
9.3 Å

refinement with
379540 particles
7.0 Å

refinement with
57060 particles
8.4 Å

refinement with
98883 particles
8.6 Å

refinement with
57060 particles
8.4 Å, C1

refinement with
57060 particles
7.7 Å, C2

focused classification on the
additional density
refinement with 5020
particles
14Å, C1

450322
particles
picked

2D
classification
(cleanup)

C

2D
classification
(cleanup) refinement with

19363 particles
7.7 Å

refinement with
12130 particles
7.4 Å

24993
particles
picked

classification into three classes

B
refinement with
95879 particles
4.5 Å

classification into three classes

classification into three classes

classification into two classes

refinement with
54691 particles
3.91 Å

refinement with
34433 particles
3.85 Å

signal subtraction of Snf2h density;
alignment based on the elongated DNA;
refinement with 34433 particles
3.88 Å

back-projection using original particles
reveals two unique binding positions

supervised classification
without
alignment

refinement with
27513 particles
3.9 Å

refinement with
6241 particles
6.9 Å

classification and
refinement with
5072 particles
9.8 Å

120533
particles
picked

2D
classification
(cleanup)

D

classification into four classes

refinement with
14665 particles
4.6 Å
a mix of SHL+2
and SHL-2

refinement with
28500 particles
3.6 Å
clear SHL-2
assignment

classification into three classes

refinement with
173737 particles
3.86 Å

classification into two classes

refinement with
103672 particles
3.72 Å

refinement with
33476 particles
6.6 Å

refinement with
333430 particles
4.6 Å

333430
particles
picked

classification into two classesclassification into two classes

classification into two classes

classification into two classes

refinement with
66590 particles
3.45 Å

refinement with
43165 particles
3.39 Å

classification into two classes


