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Figure 5-figure supplement 2. Evolution of genes in the [pg7681 locus among A) Legionella species and B) the fish
pathogen Piscirickettsia. In the species that carry hypothetical gene Ipg7681, it always resides upstream of the
thiol:disulfide interchange gene dsbD2, despite extensive turnover of neighboring genes. Species separated by a “/”
have similar syntenic loci. Annotated genes are colored, with redox-related genes in shades of blue. Hypothetical
genes are white. Gray shading indicates gene homology among the species.



