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Biological Process P-value

Protein localization 1.06E-11

Vesicle-mediated transport 7.47E-11

Organelle organization 9.28E-08

Mitochondrion organization 3.49E-07

Exocytosis 1.50E-06

Generation of precursor metabolites and energy 4.92E-06

RNA metabolic process 5.35E-05
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Figure 2 - figure supplement 1


