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ACSF2 skipped exon (chr17: 48538233-48538994, positive

strand, hg19)

PSI cutoff: 0.89; Log-rank p-value: 0.0488
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MAP3K7 skipped exon (chr6: 91256977-91246120,
negative strand, hgl19)
PSI cutoff: 0.96; Log-rank p-value: 0.0418
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MYO1B skipped exon (chr2: 192265194-192267358,
positive strand, hg19)
PSI cutoff: 0.6; Log-rank p-value: 0.00508
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RPS24 skipped exon (chrl10: 79797062-79800373, positive
strand, hg19)

PSI cutoff: 0.44; Log-rank p-value: 3.96e-08
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ZNF207 skipped exon (chrl7: 30692506-30694791,
positive strand, hg19)
PSI cutoff: 0.62; Log-rank p-value: 0.0946
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ADAM15 skipped exon (chrl: 155033308-155034721,
positive strand, hg19)
PSI cutoff: 0.15; Log-rank p-value: 0.00323
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MBNL1 skipped exon (chr3: 152165562-152174056,
positive strand, hg19)
PSI cutoff: 0.58; Log-rank p-value: 0.0406
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MYH10 skipped exon (chrl7: 8480554-8473130, negative
strand, hg19)
PSI cutoff: 0.19; Log-rank p-value: 0.00188
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SLK skipped exon (chr10: 105768114-105777918, positive
strand, hg19)

PSI cutoff: 0.71; Log-rank p-value: 0.021
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TMX2-CTNND1/CTNND1 skipped exon (chrll: 57529518-
57558857, positive strand, hg19)

PSI cutoff: 0.75; Log-rank p-value: 0.0584
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FLNB skipped exon (chr3: 58124256-58128377, positive
strand, hg19)

PSI cutoff: 0.78; Log-rank p-value: 1.67e-09
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MINK1 skipped exon (chrl7: 4795529-4795951, positive
strand, hg19)

PSI cutoff: 0.9; Log-rank p-value: 0.0163
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NUMB skipped exon (chrl4: 73789838-73763993, negative
strand, hg19)

PSI cutoff: 0.24; Log-rank p-value: 0.00675
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TRIP10 skipped exon (chrl9: 6745005-6746463, positive
strand, hg19)

PSI cutoff: 0.39; Log-rank p-value: 0.0239
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ITGAG6 skipped exon (chr2: 173362828-173368819,
positive strand, hg19)
PSI cutoff: 0.57; Log-rank p-value: 0.00145
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MLPH skipped exon (chr2: 238436159-238448991,
positive strand, hg19)
PSI cutoff: 0.12; Log-rank p-value: 0.00474
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RAC1 skipped exon (chr7: 6431672-6439757, positive
strand, hg19)
PSI cutoff: 0.41; Log-rank p-value: 0.0101
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TUFT1 skipped exon (chrl: 151512902-151535061,
positive strand, hg19)
PSI cutoff: 0.47; Log-rank p-value: 0.0209
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