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	RAC1  ESRP2 activates exon 3b (also regulated by hnRNPA1 and SRPKs)
	More splicing inclusion in tumour (better prognosis isoform)
	RAS superfamily small GTPase
	Exon 3b skipping promotes cell mobility
	(F. Wang et al., 2017)
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ESRP2 activates exon 13
(also regulated by RBFOX2)
	More exon 13 splicing inclusion in tumour (better prognosis isoform)
	STE20-like serine/threonine-protein kinase
	Exon 30 encodes part of the PKK (polo kinase kinase) domain
	(Braeutigam et al., 2014)

	TRIP10 ESRP2 activates exon 10
	Not differentially spliced in tumour versus normal (but exon 10 spliced isoform better prognosis)
	thyroid hormone receptor interactor 10
controls actin cytoskeleton Role in cancer metastasis
	Exon 10 within CDC42 interacting domain
	(Truesdell et al., 2015)
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