Fig. 5-figure supplement 4

carboxylic acid metabol

‘oxoacid metabolic process:

organic acid
small mol

rocess-

onocarboxylic acid metabolic process
cellular carbohydrate metabolic process-

n
ol lgehyis
mall molecule biosynthetic process-
generation of of precursor metaboites and enery
rosacharide melabolc process |
hydrate catabolic process:
energy dervation by oxidaton of

organe,
rocess .
wicarboxyl acd . .
rehalose . .
coeneyme metaboll rocess . .
ricarb d cycle . .
citrate . N
cofactor . .
hexose metabolic process . .
cellular amino acid . -
Tactate . .
rocess .
oligosaccharide metabolic process. .
celular response u . .
cellar responsa 1o external stimulus . .
arbohydrate biosynthetic process . .
alpha-amino acid .
. .
pyridine nucleotide met: .
sleotramids mceolie .

ha-amno
e
ooxyic acid biosyninetic process
anatomica sructure

u\anon of yraass ectvy
sporulation vesumng nformation of a celuar <

ular res smsm Sxcative stoss

pyridine— oen(ammg ‘compound metabolic process-

lular carbohydrate catabolic process-

tone catabolic process.

fesponse to oxidative stress

sporulation

regulation of neurotransmitter levels
neurotransmitter metabolic process |
cospore formation
cell development
fesponse to extracelluiar Stmus
anatomical sructurs formation imvolved in morphagenasis
energ o
monosacenarids biosyniheti process
disaccharide metabolic process |

response o external Simiis .
caular smino scd metabolc procsss| .
itrmate metabal process .
Sglycogen metabolic process . .
lic process in the vacuole- . -
glutaming lamlly amino acd bosyrihetic process | 2
o . .
T RRBE otzpott process .
glucase 6-phosphate metabolic process| @
cellular response o chemical stimulus- . .
cellular respiration- . .
glutamine family amino acid metabolic process .
cellular lipid catabolic process |
organonitrogen compound c: . .
fycogen biosyrthetc pocess
leob: small mol p . .
caluarrosponse o nutient eves .
onem compl assombly
organic hydroty compound metabolc .
Cytoptasmic ransiaton
ransation
peptd iosynthetc process
@ biogenesis
ibonucieoprotein ccm;\ex biogenesis.
essing
RNA metabﬁ?c process
ibos mbly

ribosomal large: subuml biogenesis
nehNA processing

ribosomal small subunit biogenesis.

maturation of SSU_TANA

maturation of SSU-rANA from ticisronic (AINA transcrpt (SSU-rRNA, £ 88 TANA, LSU-TFNA)
/A export from nucleus.

janelle assembly-
ribonucleoprotein complex assembly
fibonucleaprotein complex subunit organization |
rbosomal smal subun assemby-
somal laige subunt asserb
{ANA-containing risonucleoprotein complex export rom nucleus
Praton of LoU-HNA
INA export ffom nucleus
ndonucleclytio cleavage involved I TEINA processi

endonucleolytic leavage of ricstronc FANA transcrpt (SSU-rAN RNA, LSU-rRNA)
cleavage invoived in rRNA processin
aton of 55 1
fibonucleaprotein complex from nuceus
ribonucieoprotoin oomplsx localization
from nucleus
o expclrl from nuclous
clear export

maturation f 585 1ANA fom ticistronic 1RNA transcript (SSU-rRNA, 5,88 rRNA, LSU-TFNA
fRNA modification
RNA localization
ansiational elongation
regulation of translational fdelity-
transport
estabisment of ANA localizaton
endonuciealyle leavage in TSt 10 separate SSU-- uclec acd ranseo
FRNA fro ind LSU~rRNA from tricistronic rRNA transcript (SSU~TRNA, 5.85 rRNA, LSU.
atiaton of LSU-TANA from Hishon< /AN hancerbt (SSUTTANA: £ 63 FANA: LSU—/ANA)
protein-contaiing complx focaization
ocyloplasmic transport
nuclear transport-
purine rxonucieoside metabolc process |
ine nucleoside metabolic process:
quanosine-contaiing compound metabolc process
ucleosome assembly
organelle disassembly |
cellular detoxification
ification |
regulatin of uconcogeress|
5 10 10xiC substar
negative reguidton of gluconeogencsss |
gluconeogenesis |
fhexose Blosynhol process|
reguition ofglucose melabolic
autophagy o mmucnununun—

IXTYTRY 2

.
.
.
.
.
°
.
.
.
.
.
.
.
.
.
.
°
.

late nucleophagy |
negative regulation of cellular carbohydrate metabolic process |
negaiive regulaton of carbohycral metabolic process
onse 10 abiotic stimulus-

negative reguation o catalyti acivi
negativ reguiation o smal molecule metabolic process |
icleolide metabolic process
regulation of cavbunydra'e biosynthetic process.
ccharide catabolic process
reguiation of ceHu\av camohydrale metabolic process |
ulation of molecular function-
e AT
ucleoside phosphate metabolic process |
regulation of carbohydrale melabolc process
i process.

ey

endonucleolyic cloavago 1o generato mature 5'-end of SSU-rRNA from (SSU-1RNA, 5 as vRNA LSU-rANA

38
3.

5ien
endonuclealytc leavage n 5-ETS of tiistronc tRNA transcript (SSU-TRNA, S8 A LBESTRRA
NA phosphodiester bond ycrolysis

RNA modification

RNA phosphodiester bond hydrolysis, endonucleolytic

ribosomal subuni export fam nucious

RNA transcription by RNA polymerase I
modification |
{FNA Famstipton]

o

leic 86 phosphociester bord myarolysis |
ucleobase—containing compound ransport

RNA sminoecyiokon r procin Y ansiation
cosyl compound metabolic process-

ibonucieoside metabolic pro

lyoosylcompound biosynthetc process

0 acid activation

ANA aminoacylation]

ribonucleoside mosynmeuc process.
nucleoside meta

Jondary Structrs umwinding
pyrimidine nucleoside monophoSpTALe Metaboli process
pyrimidine nucleoside monophosphate biosynthetic process |
oside blosynthellc process-

ribosomal arge subunit xport from nucleus

thylation

cytoplasmic 1rans\al\ona\ inttiation

nal initation:

pyrimitine nuclecing OHDOE PoRes
pyrmidine nuclegtide biosynnetc process1

ransaripton by RNA polymerase |

nd processin
ranscrpiy by FNA polmeracs
UMP

pyrimidine 4
pyrimidine rocess.

pyrimidine 0
pyrimidine rocess-
pyrimidine

WTup  WTdown festaup fesiadown
(430)  (@357) ©95)  (798)

GeneRatio
s
® o0
@

padjust

00025
00050
007s

oxidoreductase activity -

coenzyme binding -

vitamin binding -

cofactor binding -

pyridoxal phosphate binding -

vitamin B6 binding -

lyase activity -

structural constituent of ribosome -

structural molecule activity -

rRNA binding -

large ribosomal subunit rRNA binding -
peroxidase activity -

oxidoreductase activity, acting on peroxide as acceptor -
antioxidant activity -

carbohydrate phosphatase activity -

snoRNA binding -

catalytic activity, acting on RNA-

catalytic activity, acting on a tRNA-

mRNA binding -

RNA methyltransferase activity -

RNA polymerase Il activity -

RNA polymerase | activity -

DNA-directed 5'-3' RNA polymerase activity -
5'-3' RNA polymerase activity -

RNA polymerase activity -

tRNA methyltransferase activity -

translation initiation factor activity -
aminoacyl-tRNA ligase activity -

ligase activity, forming carbon-oxygen bonds -
translation factor activity, RNA binding -
methyltransferase activity -

transferase activity, transferring one-carbon groups -

S-adenosylmethionine-dependent methyltransferase activity -

ATP-dependent RNA helicase activity -
RNA-dependent ATPase activity -

RNA helicase activity -

rRNA methyltransferase activity -
catalytic activity, acting on a rRNA-
tRNA binding -

ligase activity -

cytosolic ribosome

cytosolic part

ribosomal subunit

ribosome

cytosolic large ribosomal subunit

large ribosomal subunit

cytosolic small ribosomal subunit
preribosome

small ribosomal subunit

preribosome, large subunit precursor

90S preribosome

nucleosome

nuclear nucleosome

nucleolus

DNA packaging complex

cytoplasmic stress granule

small-subunit processome

small nucleolar ribonucleoprotein complex
replication fork protection complex
ribonucleoprotein granule

cytoplasmic ribonucleoprotein granule
oxidoreductase complex

phagophore assembly site

phagophore assembly site membrane
nucleolar part

preribosome, small subunit precursor
DNA-directed RNA polymerase Ill complex
DNA-directed RNA polymerase | complex
multi-elF complex

polysome

[ ] [ J
[ ] °
L]
L]
.
.
L]
® °
® ®
L] [ ]
. .
.
.
.
.
L d
®
L
[ ]
.
.
.
°
°
°
.
.
°
.
L d
L]
L]
°
.
.
.
.
.
L
WT up WT down fesiAup fes1A down
(430) (357) (696) (797)
[ d L]
[ d (]
[ J °
([ ] ®
[} [ ]
([ ] L]
L] [}
[ ] ([ ]
L] °
o °
° Y GeneRati
o . ® o1
. ! @ o2
° PY @ o3
.
p.adjust
L] L4
° ° 0.001
. . 0.002
. 0.003
- . 0.004
o 3
)
.
.
L]
.
.
.
.
WT down fes1A up fes1A down
(357) (696) (798)

GeneRatio
® o1
@ o2
@ o3

padjust
0.0025
0.0050
0.0075
(]



