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a. Backtrack positions are normalized to the beginning of NPS, from 1 to 147 in bp. Only backtracks that occur along the NPS are analyzed. Although they are not numeric in nature, the median value estimates where backtracks most likely occur. Before and after dyad are percentage of backtracking events that occur before or after dyad (74 bp)
b. Backtrack depths are the number of basepairs (bps) Pol II backtracks from the 3’ end of mRNA, expressed in (- n) bp. 
c. Values are expressed in mean and sd (standard deviation), with sd values in parenthesis. 
d. N is total number of backtracks analyzed from all traces.
e. Because Pol II barely backtracks on bare NPS DNA (N = 8 for all traces), it might not be meaningful to comparable some parameters to those of nucleosome samples.  
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