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Figure 1-figure supplement 2. Sequence alignment of MotB proteins from three bacteria: B. 9 
burgdorferi (B.), E. coli (E.) and S. enterica (S.). The conserved aspartic acid residue D (24 in B. 10 
burgdorferi, 32 in E. coli and 33 in S. enterica) is highlighted by red frame. 11 
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