GO (Biological Process) Enrichment Analysis

innate immune response -

immune response -

immune system process -

defense response

response to external stimulus -

response to bacterium -

defense response to bacterium -

response to biotic stimulus -

response to external biotic stimulus -

response to other organism -

defense response to other organism -
neuropeptide signaling pathway -

defense response to Gram—positive bacterium -
defense response to Gram—negative bacterium -
response to inorganic substance -

regulation of cell differentiation -

cellular response to endogenous stimulus -
response to endogenous stimulus -

regulation of developmental process-

negative regulation of cell communication
negative regulation of signaling -

response to nematicide -

stress response to copper ion

regulation of multicellular organismal development-
regulation of response to external stimulus -
cellular response to hormone stimulus -
response to hormone -

response to organic substance -

cellular response to organic substance -

cellular response to chemical stimulus -

enzyme linked receptor protein signaling pathway -
translation -

peptide biosynthetic process

amide biosynthetic process -

peptide metabolic process -

ribonucleoprotein complex biogenesis -

NncRNA metabolic process-

ribosome biogenesis -

cellular amide metabolic process -

RNA processing -

rRNA metabolic process-

rRNA processing -

NCRNA processing -

tRNA metabolic process-

tRNA aminoacylation for protein translation -
mitochondrial gene expression -

mitochondrial translation -

tRNA aminoacylation -

amino acid activation -

ribosomal large subunit biogenesis -
peptidyl-threonine phosphorylation -
peptidyl-tyrosine dephosphorylation -

protein dephosphorylation -

peptidyl-threonine modification -

protein folding -

cellular protein—containing complex assembly -
drug metabolic process-

endoplasmic reticulum unfolded protein response
cellular response to unfolded protein -

response to unfolded protein -

positive regulation of cell cycle -

cellular response to topologically incorrect protein -
response to topologically incorrect protein -
response to endoplasmic reticulum stress-
cytoskeleton organization -

regulation of cell cycle -

regulation of organelle organization -

regulation of cell cycle process-

regulation of nuclear division -

chitin metabolic process-

regulation of cyclin—dependent protein serine/threonine kinase activity -
regulation of cyclin—dependent protein kinase activity -
microtubule cytoskeleton organization -
glucosamine—containing compound metabolic process-
nuclear division -

amino sugar metabolic process-

organelle fission -

cell division -

mitotic nuclear division -

synapse assembly -

regulation of synaptic growth at neuromuscular junction -
synaptic growth at neuromuscular junction -
regulation of neuromuscular junction development-
regulation of synapse structure or activity -
regulation of signaling receptor activity -
neuromuscular junction development-

dauer entry -

entry into diapause -

regulation of synapse assembly

synapse organization

cellular response to organonitrogen compound -
dormancy process -

regulation of dauer larval development -

regulation of synapse organization -

o
o
o
o
o
o
o
()
o
o
o
o
()
o
| | | o
clusterl cluster2 cluster3 cluster4
(977) (1236) (24) (52)

p.adjust

0.01
0.02
0.03
0.04

GeneRatio
® 005
@ o.10
@ o5



